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bikunin 236: 984 

bilayer membrane 240: 454 

bile acid 239: 887; 240: 660; 241: 744 

bile pigment formation 235: 372 

biliverdin reductase 235: 372 

binding 239: 418 

binding-protein bodies 239: 456 

binding site 238: 240; 238: 714 

binding specificity 238: 830 

biochemical equations 240: 1 

bioconversion 238: 495 

biodegradation 236: 620 

bioelectrochemistry 235: 167 

bioenergetic 240: 181 

biological response modifier 242: 1 

biomembrane 241: 297; 241: 586 

biosynthesis 236: 335; 239: 85; 240: 37; 
242: 576; 242: 712 

biotin biosynthesis 236: 301 

bis-intercalation 240: 195 

bisnaphthalimide 240: 195 

black Mexican sweet maize cells 238: 737 

blastula protease 10 238: 744 

blood 236: 922 

blood coagulation 237: 778; 240: 365 

blood-group-A trisaccharide 239: 710 

blue-copper protein 240: 342 

B-Myb 235: 721 

bone morphogenetic protein 2 241: 355 

Bordetella pertussis 237: 619 

bovine adrenal medulla 235: 516 

bovine cDNA 240: 628 

bovine mast cell 237: 100 


bovine pancreatic trypsin inhibitor 236: 254; 


237: 100 
Bowman-Birk inhibitor 242: 122 
bradykinin 236: 953; 241: 498 
brain 238: 152; 241: 12 
brain capillary endothelial cell 239: 494 
branched construct 239: 74 
branched fatty acid 239: 302 


branching enzyme 242: 148 

breast tissue 236: 991 

brefeldin A 236: 1033 

brominated detergent 241 : 343 
bromodeoxyuridine 237: 539; 242: 619 
bulge 235: 120 

butyric acid 240: 239 
butyrylcholinesterase 235: 36 

byssus 239: 172 


c-fos 236: 476; 238: 582 

C23 237: 153 

C8166 cells 239: 248 

CSa receptor 235: 82 

°C enrichment 238: 470 

CAAT/enhancer-binding protein 239: 624 

cadmium 236: 662; 242: 132 

Caenorhabditis elegans 237: 367 

caged nucleotide 240: 134 

calbindin-D9k gene promoter 236: 778 

calcineurin 238: 391 

calcium 238: 166; 238: 576; 239: 98; 
241: 948 

calcium/calmodulin 238: 391; 242: 807 

calcium binding 240: 427; 242: 249; 
242: 256 

calcium-binding protein 238: 418; 241: 265 

calcium channel 236: 820 

calcium-channel gene structure 236: 138 

calcium-channel f subunit 236: 138 

calcium dependence 240: 454 

calcium-dependent Cl” current 235: 501 

calcium influx 241: 498 

calcium mobilization 236: 443 

calcium oxalate 236: 984 

calcium sensitization 239: 326 

calcium signaling 239: 132 

calcium store 239: 611 

calcium toxicity 239: 611 

calcium transients 236: 1003 

calcium transport 239: 611; 239: 897 

calmodulin 239: 98; 242: 454 

calmodulin binding 237: 619 

calorimetry 237: 205; 239: 33; 240: 1; 
240: 63 

calpain 239: 647; 241: 948 

calpain inhibitor 235: 534 

calpastatin 241: 948 

calreticulin 239: 611 

cAMP 235: 789; 236: 163; 236: 171; 
237: 819; 238: 576; 239: 208; 239: 509; 
242: 550 

cAMP-dependent protein kinase 237: 611 

cAMP pathway 242: 506 

cAMP phosphodiesterase 237: 136 

cAMP-response element 238: 591 

cAMP-response-element-binding protein 
236: 171 

cAMP-responsive-element-binding protein 
239: 52 

cAMP-responsive-element-binding protein 1 
237: 532 

Campylobacter fetus 239: 434 

cancer 238: 297 

Candida albicans 240: 37; 242: 29 

Candida tropicalis 238: 845 

cannabinoid 237: 704; 240: 53 

cannabinoid receptor CB2 237: 704 

cap binding 239: 597 

capillary electrophoresis 235: 304; 239: 850 

capped RNA 237: 171 

Capsicum 241: 291 

carbamoyl-phosphate-binding site 239: 397 
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carbamoyl-phosphate synthetase 236: 189 
carbohydrate 238: 561; 242: 320 
carbohydrate antigens 236: 318 
carbohydrate chains 235: 199 
carbohydrate composition 240: 628 
carbohydrate structure 237: 113; 240: 448 
carbon dioxide activation 242: 228 
carbon monoxide 240: 576 
carbonic anhydrase 242: 387 
carbonic anhydrase 1 236: 670 
carbonyl! reduction 238: 484; 241: 744 
carboxylesterase 236: 814 
carboxypeptidase 235: 574; 242: 387 
carcinoma cells 236: 476 
Carcinus maenas 240: 532 
cardosins 235: 762 
carnitine acetyltransferase 238: 845 
carnitine palmitoyltransferase I gene transcrip- 
tion 235: 789 
y-carotene 236: 115 
¢-carotene desaturase 236: 115 
carotenogenesis gene 241: 291 
carp 236: 887 
cartilage 240: 789 
cartilage matrix protein 236: 970 
casein kinase 1 242: 519 
casein kinase 2 241: 272 
catabolite repression 241: 633 
catalase-peroxidase 235: 192 
catalytic activity 240: 747 
catalytic function 236: 68 
catalytic mechanism 235: 641; 236: 109 
catecholamine 239: 519 
cathelicidin 238: 769; 240: 532 
cathepsin L 238: 198 
cathepsin L substrates 240: 443 
cathepsin S 236: 558 
cation radical 237: 45 
cationic liposome 237: 660 
Ca’*-transporting ATPase 238: 807; 239: 98 
Ca’*-transporting ATPase inhibitor 239: 647 
CCAAT-binding protein 238: 675 
CCAAT/enhancer-binding protein 236: 500 
CD14 236: 457 
CD26 239: 248 
CD38 239: 177 
CD46 238: 221 
Cdc2 238: 152 
Cdc2 kinase 237: 685 
Cdc2/H1 kinase 241: 923 
Cdk-activating kinase (CAK) 237: 460 
cDNA 235: 138; 235: 683; 237: 25; 
238: 653; 238: 813; 239: 835; 240: 323; 
242: 822 


cDNA cloning 235: 128; 235: 471; 236: 419; 


236: 970; 239: 310; 241: 309; 242: 793 

cDNA library 235: 574 

cDNA sequence 235: 173; 236: 450; 
237 : 367; 237: 373; 241: 6 

Cdx-2 homeobox protein 236: 670 

cecropin 236: 263 

cell adhesion 241: 254 

cell-cell communication 235: 238 

cell cycle 236: 352; 237: 460; 237: 539; 
237: 653; 238: 799; 240: 307; 241: 805; 

cell-cycle inhibitor 237: 854 

cell differentiation 241: 386; 242: 90 

cell envelope 241: 682 

cell extract 239: 881 

cell invasion 239: 239 

cell lines 238: 400 

cellobiohydrolase II (Trichoderma reesei) 
240: 584 
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cellobiose/cellotriose transport 242: 332 

cello-oligosaccharide hydrolysis 240: 584 

cell specific 236: 895 

cell-surface glycoprotein 238: 511 

cell swelling 235: 564 

cellular differentiation 239: 572 

cellular stress 236: 796 

cellulose-binding domain 237: 553 

cell vesicle 240: 508 

cell wall 235: 248; 235: 601; 239: 259 

centrin 238: 121 

Centruroides noxius 242: 235 

ceramide 236: 738; 238: 214; 241: 47 

ceramide analog 236: 729 

ceramide stereoisomers 236: 729 

ceratotoxin 241: 330 

cGMP 240: 380; 241: 498 

cGMP-dependent protein kinase 236: 632 

¢-chain phosphorylation 238: 440 

channel 238: 1; 238: 623 

channel blocker 240: 416 

channel formation 241 : 594 

channeling 239: 675 

chaperone 235: 114; 236: 60; 237: 611; 
238: 505 

chaperonin 241: 538 

characterization 238: 538; 242: 585 

charge-transfer band 240: 239 

chelatase 235: 438 

chemical and enzymatic modification 
240: 721 

chemical modification 239: 764 

chemical shift 237: 561; 242: 132 

chemically modified nisin 241: 716 

chemiluminescence 238: 737 

chemolithotroph 242: 308 

chicken 236: 491; 238: 136; 240: 323 

chicken erythrocyte 237: 433 

chimaerin 236: 820 

chimeric enzyme 235: 601 

chimeric transferrin receptor 235: 9 

Chinese hamster ovary cells 240: 215 

Chironomus thummi thummi 237: 841 

chitin synthase 237: 476 

Chlamydomonas 241: 581; 242: 779 

Chlamydomonas reinhardtii 237: 792 

chloramphenicol acetyltransferase 239: 881 

chloride channel 240: 268 

chloride conductance 240: 268 

chlorin-type heme 235: 192 

5-chloro-3-methylmuconolactone 237: 357 

5-chloromuconolactone 237: 350 

chlorophyll 235: 438 

chlorophyll b reduction 242: 163 

chlorophyll biosynthesis 237: 323 

chloroplast 236: 272; 236: 932; 238: 54; 
241: 121 

chloroplast ATP synthase 236: 470 

chloroplast development 237: 323 

chloroplast protein import 238: 192 

2-chloropropionic acid 235: 744 

cholecystokinin 235: 73 

cholecystokinin receptor 237: 768 

cholesterol 235: 648; 236: 48; 241: 297; 
241 : 586 

cholesterol binding 241: 941 

cholesteryl-ester transfer protein 240: 699 

cholesteryl-ester-transfer protein 236: 436 

chondroitin ABC lyase 239: 871 

chondroitin 4-sulfate 240: 789 

chondroitin sulfate 241: 827 

chondroitin sulfate D 239: 865; 239: 871 

chondro-4-sulfatase 239: 865 


chondro-6-sulfatase 239: 865 

chromaffin granule 235: 516; 240: 508 

chromatin assembly 240: 186 

chromatin structure 240: 600 

Chromatium vinosum 236: 689 

chromatophore 236: 121 

chromogranin 235: 275 

chromogranin B 236: 171 

chromophore-protein interaction 236: 978 

chromosomal position 237: 367 

chromosome decondensation 241: 923 

chromosome localization 241: 805 

chromosome mapping 235: 471 

chromosome territories 240: 600 

chymotrypsin inhibitor 241: 77 

Cicadella viridis 241: 707 

circular dichroism 236: 100; 236: 428; 
238: 64; 238: 381; 238: 529; 239: 340; 
240: 352; 240: 550; 240: 765; 241: 126; 
241: 489; 241: 835; 242: 51; 242: 214; 
242: 657 

citric acid cycle 239: 197; 239: 742; 
242: 220; 242: 770 

c-Jun 235: 699 

c-Jun N-terminal kinase 237: 819 

class II aldolase 241: 243 

class switching 240: 667 

clathrin 236: 1033 

clathrin-coated vesicles 240: 570 

cloning 236: 482; 236: 450; 237: 668; 
238: 613; 239: 469; 241: 201 

clostridial neurotoxins 236: 877 

Clostridium difficile toxin B 240: 707 

Clostridium thermoaceticum 239: 686 

clot 235: 424 

Clp protease 236: 932 

CMP-NeuSacyl synthetase 236: 852 

"C-NMR 237: 561; 239: 742; 242: 220 

cobalamin 241: 149 

codon usage 236: 234 

coenzyme-binding motif 236: 571 

coenzyme regeneration 239: 686 

coenzyme specificity 239: 469 

cofactor 237: 545 

coffee bean 235: 332 

collagen 241: 732 

collagen VI 238: 333 

collagen XVI 242: 576 

collagenase 236: 517 

colon 236: 670 

color pigment 235: 248 

Comamonas testosteroni 235: 690 

combining site 239: 675 

compartment 239: 720 

compartmentation 241: 171 

a-complementation 242: 720 

complex I 241: 888 

complex stoichiometry 242: 293 

concanavalin A 242: 741 

configuration of Xaa-Pro peptide bonds 
235: 526 

conformation 235: 699; 237: 575; 239: 294; 
240: 45; 241: 38; 241: 756 

conformational change 236: 1025; 240: 751 

conformational preferences 239: 376 

conformational substates 235: 660 

conformational transition 235: 49 

conformation-dependent '*C chemical shift 
239: 294 

conjugate export pump 242: 201 

connexon 238: 1 

consensus sequence 240: 125 

conserved epitope 242: 727 





conserved residues 236: 723 

constitutive activity 238: 490 

constraint of the C-terminus 235: 526 

contact residues 239: 668 

control 235: 238 

cooperativity 241: 723; 242: 813 

coordination chemistry 238: 529 

copper 236: 697 

copper amine oxidase 237: 93 

copper protein 237: 447 

copper(I) luminescence 238: 698 

copper(I)-thiolate cluster 238: 698 

Coprinus cinereus 237: 691 

copurifying RNA 235: 289 

core promoter 237: 440 

corepressor binding 235: 804 

corrinoid 235: 653; 241: 149 

corticosteroid hormone 239: 451 

coupled in vitro transcription-translation sys- 
tem 236: 234 

coupled transcription/translation 239: 881 

covalent adduct 240: 331 

covalent binding 241: 797 

covalent modification 241: 619 

C,-pathway enzymes 237: 323 

crab 240: 358 

crayfish 236: 450 

creatine analog 238: 446 

creatine kinase 238: 446; 240: 134 

Crithidia fasciculata 242: 557 

cross-linking 235: 324; 242: 315; 242: 320; 
242: 485 

crossover-junction endonuclease 238: 77 

cross-reaction 237: 786; 242: 727 

cross-reinnervation 236: 539 

cruciform-cutting endonuclease 1 (CCE1) 
238: 77 

Crustacea 240: 532 

crustacean hyperglycemic hormone 240: 358 

crystal packing 236: 144 

crystal structure 236: 1025; 239: 220; 
241: 201; 242: 122 

crystallin 235: 449; 239: 23 

a-crystallin 242: 56 

crystallization 236: 144; 237: 71; 239: 190; 
239: 501; 239: 805; 241: 453 

cta genes 238: 287 

C-terminus 237: 833 

c-type heme 242: 695 

C-type natriuretic peptide 242: 460 

cucumber 235: 114 

Cucumis sativus 241: 6 

cultured fetal rat hepatocytes 235: 789 

cultured hepatocytes 236: 56 

cuticle 235: 138; 240: 336 

cyanobacteria 235: 324; 236: 1010; 
240: 173; 241: 17; 241: 750; 242: 799 

cyclic ADP-ribose 239: 177 

cyclic fatty acid 241: 691 

cyclic pentapeptide 242: 352 

cyclin 240: 307 

cyclin B 238: 799 


cyclin-dependent kinase 237: 460; 240: 307; 


241: 805 
cyclooxygenase 238: 529 
cyclooxygenase-2 235: 557 
cyclophilin 238: 166 
cyclosporin A 239: 509 
Cylindrotheca fusiformis 239: 259 
Cynara cardunculus L. 235: 762 
CYPIAI 237: 642 
CYP2E! 238: 476 
cystathionine 242: 264 
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cystatin 235: 534; 238: 728; 240: 609 

cystatin superfamily 238: 769 

cysteine 236: 272; 237: 870; 241: 114; 
242: 627 

cysteine-S-conjugate f-lyase 239: 460 

cysteine endopeptidase 239: 310 

cysteine-knot proteins 240: 622 

cysteine mutants 235: 167 

cysteine protease 236: 207; 238: 317; 
238: 728 

cysteine-protease inhibitor 235: 534; 
240: 609 

cysteine repeats 239: 132 

cysteine residues 239: 764 

cysteine rich 236: 827 

cystic-fibrosis transmembrane regulator 
240: 268 

cytochalasin B 235: 670 

cytochrome a biogenesis 238: 287 

cytochrome b 235: 54 

cytochrome bc, complex 237: 71; 242: 114 

cytochrome c 241: 208 

cytochrome c’ 240: 684 

cytochrome c1 241: 649 

cytochrome c, 242: 308 

cytochrome c-551 236: 689 

cytochrome-c oxidase 241: 83 

cytochrome P-450 235: 660; 238: 495; 
239: 124; 239: 403 

cytochrome P-450 2C 241: 797 

cytochrome P-460 240: 684 

cytokeratin 18 fragment 241: 309 

cytokine 235: 557; 236: 796; 236: 871; 
239: 624 

cytokine receptor 241: 355 

cytolysin 241: 941 

cytoplasmic domain 241: 254 

cytoskeleton 235: 670; 238: 777; 239: 752; 
241: 657 

cytosolic complex 235: 114 

cytosolic phospholipase A, 236: 533; 
238: 250; 238: 690 

cytostatic drug 237: 489 

cytotoxicity 237: 303; 241: 507 


D1 protein 242: 799 

damage 242: 799 

daptomycin biosynthesis 242: 665 

database 239: 773 

deep-sea vents 236: 189 

defensin 236: 395; 237: 86; 240: 302 

degradation 236: 591; 238: 661 

dehalogenase 235: 744 

dehalogenation 237: 350 

dehydratase 241: 858 

3-dehydroecdysone 3f-reductase 242: 394 

dehydroepiandrosterone 242: 641 

dehydrogenase 236: 609; 240: 292; 241: 142; 
241: 538 

deletion mutant 238: 240 

deletion mutations 242: 813 

deletion variant 235: 821 

denaturation 242: 601 

denervation 236: 539 

denitrification 242: 592 

3-deoxy-D-glycero-D-galacto-nonulosonic acid 
(Kdn) analogs 236: 852 

deoxyribonuclease 241 : 572 

dephosphorylation 239: 183 

depolarization 235: 579; 2367820 

derepression 241: 93 

Desulfovibrio gigas 242: 327 

Desulfovibrio vulgaris flavodoxin 238: 423 


desulfoviridin 238: 724 

Desulfurolobus ambivalens 236: 92 

detergent 239: 805 

detoxication 238: 400 

deuteration 242: 567 

development 242: 550 

Dewar valence isomer 235: 359 

dexamethasone 236: 772 

dextran sulfate 239: 692 

diamine oxidase 241: 303 

diatom 239: 259 

diazepam-binding inhibitor 235: 516 

dibasic site 236: 789 

dibromomethane 239: 410 

dichloromethane 239: 410 

dichloromethane dehalogenase 239: 410 

Dictyostelium 241: 70 

Dictyostelium discoideum 238: 391; 238: 511 

dienelactone 237: 350 

dienelactone hydrolase 237: 357 

dietary protein 239: 117 

diethylpyrocarbonate 241: 611 

differential-display PCR 241: 403 

differential-pulse voltammetry 241: 552 

differentiation 237: 642; 238: 400; 240: 443; 
240: 485 

2-difluoromethylornithine 237: 539 

7,8-dihydro-f-carotene 241: 291 

dihydrofolate reductase 235: 262; 238: 435 

dihydropyridine receptor 237: 483 

5,6-dihydroxyindole-2-carboxylic acid poly- 
merization 236: 180 

2,6-diisopropylphenol 241: 280 

dimerization induction 238: 129 

dimerization inhibition 238: 129 

2,6-dimethoxyphenol 237: 424 

dimethylsulfide 239: 391 

dipeptidyl-peptidase I 238: 325 

dipeptidylpeptidase II 235: 564 

dipeptidyl-peptidase IV 236: 109; 239: 248 

diphtheria toxin 241: 507 

dipolar shift 237: 841 

Diprion pini 238: 752 

Diptera neuropeptide 237: 414 

direct electrochemistry 241: 552 

discriminant function 241: 779 

dissimilatory sulfite reductase 238: 724 

dissociation 236: 78; 237: 164 

distance geometry 235: 382; 237: 188; 
240: 540 

disulfide bond 236: 412; 237: 447; 237: 575; 
239: 214; 240: 622; 242: 75; 242: 627 

disulfide bridge 236: 222; 240: 628 

dityrosine 239: 124 

DNA 235: 120; 236: 960; 242: 271 

DnaA protein 241: 411 

DNA binding 235: 721; 236: 911; 236: 991; 
239: 376 

DNA-binding mode 240: 91 

DNA-binding protein 235: 585; 241: 101 

DNA-binding site 240: 91; 242: 20 

DNA crystallography 240: 331 

DNA-dependent adenosinetriphosphatase 
238: 54 

DNA-dependent protein kinase 241: 931 

DNA footprinting 240: 195 

DNA helicase 238: 54 

DnaK 237: 318 

DNA ligase 237: 691 

DNA major groove 240: 195 

DNA repair 242: 20 

DNA replication 237: 539 

DNA-replication fidelity 238: 297 
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DNA sequence 236: 240 

DNA synthesis 237: 489 

DNA topoisomerase I 236: 389; 237: 367 
n-dodecyl f-D-maltoside 241: 343 
Dolichos biflorus \ectin 239: 710 
domain fusions 235: 601 

domain movement 240: 751 

domains 237: 205; 239: 333 
dominant negative mutant 242: 839 
Dopa oxidase 241: 12 

dorsal unpaired median neurons 241: 525 
down-regulation 242: 428 

drosocin gene 241: 699 

Drosophila 235: 152 

drug-DNA complex 240: 331 
drug-DNA interaction 240: 195 

drug reduction 241: 155 

drug targets 235: 345 

dye-affinity chromatography 240: 518 
dynamics 235:238; 239: 294 
dystrophin 235: 103 


ecdysone 240: 336; 242: 394 

ecdysteroid 241: 744 

EF-hand 240: 280 

EF-hand Ca**-binding protein 238: 121 

egg 240: 448 

elastase 238: 333 

elderberry 235: 128; 237: 505 

electrical stimulation 236: 539 

electrochemistry 241: 208 

electron microscopy 236: 1010; 242: 41 

electron self-exchange 238: 346 

electron transfer 236: 465; 237: 399; 
237: 519; 239: 403; 240: 342 

electron transport 238: 495; 240: 173 

electron-dense granule 242: 327 

electron-transfer system 242: 308 

electropermeabilization 238 : 737 

electrophoresis 239: 773 

electrophysiology 241: 525 

electrospray mass spectrometry 238: 822; 
240: 756 

electrospray-ionization MS 242: 741 

electrostatic charge 240: 699 

electrostatic steering 240: 252 

ELISA 237: 188; 239: 842 

elongation factor 1 237: 685 

elongation factor 2 236: 149 

elongation factor Ts 236: 222 

elongation factor Tu 236: 222; 239: 265 

embryo 238: 744 

enamel cell 239: 611 

enantiomer 240: 150 

efidocytic receptor 239: 132 

endocytosis 236: 922 

endoderm 240: 485 


endoplasmic reticulum 235: 215; 235: 821; 


239: 509 
endoplasmic-reticulum retention 241: 254 
endothelial cell 237: 668 
endothelial liver cell 237: 344 
endothelioma cell 241: 840 
endothelium 238: 173 
endotoxin 235: 557; 237: 468 
energy conservation 241: 149 
energy transduction 241: 723 
energy transfer 241: 484 
enolase 236: 78 
enoyl-[acyl-carrier-protein] reductase (Fabl) 
242: 689 
enoyl-CoA hydratase 240: 660 
entatic state 242: 387 
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enteropathogenic Escherichia coli 239: 532 

envenomization 242: 727 

enzymatic synthesis 242: 674 

enzyme 238: 613 

enzyme characterization 237: 584 

enzyme evolution 236: 563 

enzyme inhibition 241: 611 

enzyme inhibitor 241: 114 

enzyme kinetics 235: 173; 236: 115; 
236: 723 

enzyme nomenclature 237: 1 

enzyme regulation 240: 781 

enzyme targeting 238: 70 

enzymogenesis 236: 563 

enzymology 237: 323 

epidermal-growth factor 235: 97 

epididymis 235: 466; 236: 827 

epithelial cancer cells 235: 97 

epithelial cell 239: 638 

epitope 239: 842; 240: 245 

epitope mapping 239: 479; 240: 622 

epitope structure 241: 309 

epoxide 235: 91 

EPR 235: 167; 235: 192; 239: 403; 
240: 239; 241: 432; 242: 695 

equilibrium dialysis 239: 737 

equine infectious anaemia virus protease 
241 : 664 

equine infectious anemia virus 240: 45 

equine spermadhesin 242: 636 

Erk2 235: 828 

Erwinia 241: 291 

erythrocyte 235: 648; 241: 644 

erythrocyte membrane 242: 293 

erythropoietin 239: 494 

erythropoietin receptor 239: 494 

Escherichia coli 235: 754; 236: 558; 
237: 58; 238: 760; 241: 411; 242: 689; 
242: 712 

Escherichia coli K12 239: 810 

Escherichia coli 0157 241: 594 

ESR 236: 436; 240: 78 

estradiol 17/-dehydrogenase 235: 180 

estrogen 236: 482 

estrous cycle 235: 444 

ethanol dehydrogenase 241: 849 

ether-linked phospholipids 235: 73 

ether lipid liposomes 239: 857 

1-ethyl-3-(3-dimethylaminopropy])- 
carbodiimide 242: 485 

ethylene 242: 228 

N-ethylmaleimide 237: 870; 240: 156 

etioplast 242: 163 

evolution 235: 424; 236: 689 

evolutionary relationships 236: 662 

exchange 242: 352 

exchanger 237: 483; 239: 897 

exon acquisition 238: 410 

exon/intron organization 235: 54 

exopeptidase 237: 393 

exopolygalacturonase 240: 738 

expression 237: 768; 238: 198; 238: 647; 
239: 558; 242: 280; 242: 428 

expression cloning 236: 662; 240: 104 

expression in Escherichia coli 238: 653 

expression profile 241: 699 

extended X-ray absorption fine structure 
235: 606; 236: 697; 239: 61 

extracellular matrix 240: 427; 242: 576 

extracellular-signal-regulated kinase 237: 819 


Fy) 239: 93; 237: 35 
F,59-dependent alcohol dehydrogenase 239: 93 


F,29-dependent glucose-6-phosphate dehydro- 
genase 239: 93 

F actin 236: 1003 

facilitated diffusion 236: 228 

factor V 237: 778 

factor VII 235: 310 

factor VIII 240: 365 

factor X 235: 310 

factor Xa 242: 477 

factor XII (Hageman factor) 239: 692 

FAD 239: 418; 239: 427; 239: 662 

FALL-39 237: 86 

familial hypercholesterolemia 239: 214 

familial hypertrophic cardiomyopathy 
235: 317 

FAO hepatoma cells 237: 660 

farnesyl transferase 236: 847 

farnesylcysteine 242: 529 

farnesylthiosalicylate 242: 529 

Fas 236: 533 

fast-atom-bombardment MS 238: 357; 
239: 905 

fast kinetics 236: 922 

fatty acid 235: 789; 236: 328; 239: 445; 
240: 387; 242: 186 

fatty-acid-binding protein 238: 368 

fatty-acid biosynthesis 242: 689 

fatty-acid synthase 240: 323 

fatty-acid transporter 238: 368 

fatty-acyl-CoA ester 235: 799 

ferredoxin 236: 92; 236: 465; 237: 35; 
237: 399; 237: 726 

ferredoxin-NADP* reductase 238: 192 

ferredoxin: thioredoxin oxidoreductase 
241: 121 

ferric hemoproteins 235: 49 

ferritin 236: 450; 241: 64 

F,F, ATP synthase 235: 769; 235: 779; 
240: 461; 241: 895 

fiber type 236: 814 

fibroblast-growth factor 239: 

fibromodulin 242: 402 

fibronectin 242: 352 

fifty four homologue (Ffh) 238: 760 

filamentous fungus 235: 248 

filamentous phage 238: 706 

fish 236: 887; 238: 591; 240: 143 

fish eggs 235: 199 

fission yeasts 236: 847 

flavin-containing monooxygenases 235: 683 

flavin hydroquinone anion 239: 662 

flavin mobility 237: 592 

flavin pK, 238: 790 

flavodoxin 235: 167; 235: 324; 239: 190 

flavoenzyme 241: 155 

flavoprotein 239: 427; 239: 662 

flavoprotein assembly 238: 192 

flavoprotein hydroxylase 239: 469 

flesh of pumpkin 242: 585 

fleshfly 237: 279 

flexibility 235: 699; 241: 546 

flow cytometry 237: 539; 238: 325 

fluidity 236: 436 

fluorescence 241: 462 

fluorescence detection 235: 256 

fluorescence properties 237: 619 

fluorescence quenching 235: 281; 241: 343 

fluorescence-energy transfer 235: 180 

fluorescence titration 235: 180 

fluorescent nucleotides 237: 247 

fluoride 239: 369 

fmdA 240: 314 

fmdB 240: 314 





focal-adhesion kinase 235: 495; 236: 953 

folding 237: 719; 240: 615 

follitropin 239: 52; 240: 262 

food allergy 237: 827 

foot protein 239: 172 

footprinting 237: 164 

formaldehyde dehydrogenase 241: 849 

formamidase 240: 314 

formyl-peptide receptors 235: 670; 239: 752 

Fourier-transform infrared spectroscopy 
237: 629; 240: 134; 240: 550 

fragments 237: 205; 239: 333 

frameshift mutation 235: 821 

freeze-resistant fish 241: 740 

fructosyl amino acid oxidase 242: 499 

fucosylated high mannose 236: 579 

fucosylglycosphingolipid 239: 905 

fumarate reductase 239: 427 

function 241: 546 

functional cloning 238: 391 

functional convergence 241: 849 

functional domain 242: 20 

functional expression 237: 234 

functional reconstitution 236: 228 

functional specificity 238: 308 

fungal lectin 238: 822; 238: 830 

fungus 237: 255 

fusion gene 241: 507 

fusion peptide 242: 243 

fusion protein 236: 34; 236: 656; 237: 545 


galacto(gluco)mannan hydrolysis 240: 104 

a-galactosidase 235: 332; 240: 104 

f-galactosidase 242: 720 

B-1,4-galactosyltransferase 239: 340 

galU 235:173 

ganglioside 238: 647; 239: 105; 241: 47 

gap junction 238: 1 

gapC gene 239: 42 

gastrointestinal hormone 242: 467 

gastrotropin 239: 887 

Gaucher’s disease 237: 344 

G+C content 237: 159 

gene 236: 214; 237: 279; 239: 172; 240: 323 

gene activation 240: 98 

gene cloning 235: 744 

gene cluster 236: 373 

gene evolution 238: 410; 241: 221 

gene expression 235: 138; 235: 677; 
237: 323; 237: 367; 239: 451; 239: 624; 
240: 336; 240: 738; 241: 83; 241: 393; 
242: 191; 242: 467 

gene induction 241: 507 

gene overexpression 242: 264 

gene-promoter system 238: 853 

gene/protein structure 235: 508 

gene regulation 236: 360; 236: 500; 
236: 670; 238: 368; 238: 582; 238: 591; 
241: 64; 242: 839 

gene-regulatory protein 238: 675 

gene structure 235: 501; 236: 60; 237: 496; 
237: 752; 238: 374; 240: 83; 240: 477 

gene transfer 235: 486; 237: 660 

genetic engineering 239: 138 

genome 237: 25 

genome instability 238: 297 

genomic cloning 238: 325 

genomic regulation 239: 572 

genomic structure 238: 853; 242: 446 

geranylgeranyl transferase 239: 362 

Giardia duodenalis 241: 155 

Gibberella fujikuroi_ 239: 720 

Glanzmann thrombasthenia 240: 280 
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globular domain 242: 619 

a-1,4-glucan lyase 242: 832 

glucocorticoid 236: 638 

glucocorticoid metabolism 238: 484 

glucocorticoid receptor 242: 839 

glucokinase 236: 214; 240: 518 

gluconeogenesis 238: 207 

glucose 237: 234; 242: 537 

glucose assay 238: 785 

glucose dehydrogenase 237: 128 

glucose metabolism 242: 220 

glucose pentakis(phosphate) 242: 327 

glucose 6-phosphate 238: 570 

glucose-6-phosphatase 235: 799 

glucose-6-phosphate dehydrogenase 235: 613 

glucose-phosphotransferase system 235: 225 

glucose repression 238: 181 

glucose transport 237: 234 

glucose uptake 236: 228 

GLUT4 236: 1033 

GLUT translocation 239: 17 

glutamate 241: 171 

glutamate dehydrogenase 235: 345; 235: 677; 
239: 679 

glutamate receptor 240: 416 

glutamate synthase 236: 937 

glutamine 236: 56; 242: 537 

glutamine synthetase 242: 839 

glutathione 235: 64; 236: 697; 238: 623; 
238: 838 

glutathione conjugate 241: 644; 242: 201 

glutathione peroxidase 238: 838; 242: 90 

glutathione reductase 235: 345; 239: 655 

glutathione S-transferase 235: 449, 239: 410; 
241: 484; 242: 301 

glutathione S-transferase fusion protein 
238: 38 

glutathione synthetase 236: 662 

glutathione-dependent formaldehyde dehydro- 
genase 237: 496 

glutathione-mixed disulfide 237: 433 

glycan structure 235: 508 

glycated protein 242: 499 

glyceraldehyde-3-phosphate dehydrogenase 
235: 641; 238: 173; 238: 807; 239: 42 

glycerophosphoinositol 241 : 386 

glycine decarboxylase 236: 27 

Glycine max 240: 609; 240: 655 

Glycine max (L.) Merr 241: 221 

glycogen 236: 772; 238: 570; 240: 23; 
242: 832 

glycogen metabolism 239: 317 

glycogen phosphorylase 236: 772; 239: 150 

glycogen synthase 236: 772; 238: 570 

glycogenolysis 240: 23; 242: 832 

glycogen-storage disease 238: 374 

glycolipid 237: 454 

glycolytic enzymes 239: 675 

glycopeptide 242: 320 

glycopeptide synthesis 238: 64 

glycopeptidolipid 238: 270 

glycoprotein 240: 448; 242: 674 

glycoprotein 120 237: 64 

glycoprotein 120 (gp120) V3 regions 237: 188 

glycoprotein D 240: 209 

glycoprotein glycan 241: 229 

glycoprotein IIb 240: 280 

glycoprotein IIb/IIIa 237: 205; 238: 70 

N-glycosidase 235: 159 

glycosylation 236: 457; 242: 741 

glycosylphosphatidylinositol 238: 259 

glycosylphosphatidylinositol protein 238: 259 

glycosyltransferase 238: 647 


glycyl-tRNA synthetase 241: 814 

glyoxylate cycle 242: 770 

gonadotropin 242: 608 

gonadotropin-releasing hormone 242: 36 

Grb2 237: 736 

green alga 242: 779 

G-rich oligonucleotides 238: 143 

GroEL 241: 538 

growth factor 239: 8 

growth hormone 238: 591 

growth inhibition 235: 486 

growth-hormone factor 1/pituitary transcrip- 
tional activator 1 238: 591 

growth-hormone receptor 239: 479 

growth-inhibitory factor 238: 698 

GTP 236: 149 

GTP activation 240: 637 

GTP hydrolysis 239: 265 

GTP-binding protein 237: 833; 239: 362; 
239: 369 

guaBA operon 241: 411 

guanidine derivative 238: 446 

guanidinium chloride 239: 679; 241: 462; 
242: 601 

guanine-nucleotide exchange 237: 685 

guanine-nucleotide-binding-regulatory-protein 
coupling 235: 82 

guanylyl cyclase 240: 380 

guide RNA/pre-mRNA chimaera 240: 721 


Haematobia irritans 237: 414 

a-haemolysin 238: 418 

Hafnia alvei 237: 635 

hairpin conformation 236: 960 

half-cystine pairing 242: 491 

half-of-the-sites reactivity 237: 93 

haloaromatic biodegradation 239: 469 

Harderian gland 238: 104 

hatching enzyme 237: 752 

H*/ATP stoichiometry 235: 779 

H*-ATPase 235: 225 

'H-"C heteronuclear multiple-bond corre- 
lation 241: 602 

head-activator receptor 235: 814 

heart 241: 909 

heart mitochondria 241: 895 

heat denaturation 237: 106 

heat-labile enterotoxin 236: 412 

heat shock 240: 98 

heat-shock protein 237: 653; 240: 78; 
242: 56 

heat-stress trancription factor 236: 911 

helicase 235: 152 

Heliobacillus mobilis 242: 695 

Heliothis virescens 236: 263 

helix 242: 657 

helix-clamp motif 242: 98 

helix-turn-helix motif 241: 101 

hematopoietin-receptor family 238: 714 

heme 239: 759; 240: 112 

heme A biosynthesis 238: 287 

heme attachment 235: 754 

heme c 235: 690 

heme-cavity structure 237: 841 

heme-copper oxidase 242: 592 

heme oxidation 235: 372 

heme oxygenase 235: 471; 239: 566; 
240: 112 

heme protein 237: 212; 239: 391; 240: 380 

hemicellulase 237: 553; 240: 104 

hemofiltrate 241: 557 

hemoglobin 237: 841; 242: 779 

hemoglobin f-chain 240: 30 
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hemolysin 240: 646 

hemolysin B 239: 456 

hemolysin from enterohemorrhagic Esche- 
richia coli 0157 241: 594 

hemolysis 240: 454 

heparin 239: 850 

heparin binding 237: 295 

hepatitis B virus 239: 579; 242: 243 

hepatocellular carcinoma cells 242: 36 

hepatocyte 236: 163; 236: 214; 236: 772; 
240: 713; 241: 393; 242: 339; 242: 537 

hepatocyte nuclear factor 236: 500 

hepatocyte nuclear factor-1a-dimerization co- 
factor 241: 858 

hepatocyte-growth factor 236: 476 

hepatocyte-growth factor/scatter factor 
236: 476 

hepatoma 236: 579 

herpes simplex virus 1 240: 209 

heterocyclic ring cleavage 240: 576 

heterogeneity 242: 363 

heterologous association 242: 293 

heterologous expression 239: 340 

heteronuclear NMR 235: 629 

heteronucleus 241: 440 

heteroplasmy 235: 593 

hexokinase 240: 518; 241: 633 

hexose transporter 236: 228 

A*hexuronate-2-sulfatase 239: 865 

Heymann nephritis 239: 132 

high pressure 236: 254 

highly sulfated N-linked glycan 238: 357 

high-potential iron-sulfur protein 236: 405 

high-resolution solid-state '*C-NMR_ 239: 294 

His-Asp pair 236: 947 

histidine modification 241: 611 

histidine-tag purification 238: 28 

histidyl-tRNA synthetase 241: 133 

histone H3 241: 923 

histone H1 242: 67 

histone HS 242: 619 

HL-60 235: 670; 236: 614; 239: 572; 
239: 752; 242: 90; 242: 529 

"H-NMR 235: 199; 237: 383; 239: 871; 
240: 789 

Hoechst 33258 239: 376 

Hoechst family 239: 376 

HOG1 236: 796 

homeodomain protein 236: 670; 236: 778 

homeodomain structure 241: 101 

homologous recombination 242: 20 

homology modeling 237: 279 

homospermidine 240: 373 

homospermidine synthase 240: 373 

homotrimer 242: 576 

hopanoid 241: 865 

Hordeum vulgare 242: 163 

@-hordothionin 239: 67 

hormone 235: 444; 242: 550 

hormone-binding site 237: 759 

hormone-receptor interaction 241 : 627 

horse seminal plasmaprotein-7 242: 636 

horseradish peroxidase 236: 714; 238: 785; 
241: 462 

horseshoe crab 242: 822 

host factor 239: 384 

HPLC 235: 304; 239: 144; 240: 584 

HT-29 cells 237: 454; 238: 470 

human 235: 683; 236: 128 

human f,-adrenoceptor 241: 417 

human B-cell lymphoblastic leukemia 
235: 431 

human bone morphogenetic protein 237: 295 
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human cancer cells 235: 486 

human cDNA 236: 827 

human cell-surface antigen 238: 631 

human chorionic gonadotropin 241: 229 

human eIF-4E 239: 597 

human erythrocytes 240: 394 

human factor XII 238: 240 

human growth hormone 235: 304 

human hepatitis D virus 237: 712 

human hepatoma 238: 400 

human immunodeficiency virus 239: 248; 
240: 45 

human immunodeficiency virus 1 236: 100; 
237: 64; 237: 383; 240: 491; 240: 765 

human immunodeficiency virus 1 reverse tran- 
scriptase 235: 256; 240: 774; 242: 98 

human isoenzymes 235: 173 

human leukocyte antigen DRB1*0101 240: 71 

human 5-lipoxygenase 235: 416 

human liver 238: 476 

human neutrophil 241: 265 

human oligosaccharide structure 237: 76 

human plasma 236: 837 

human platelets 238: 70 

human retinoblastoma 236: 523 

human ribosomal proteins 239: 144 

human serum transferrin 242: 387 

H-12-V dodecapeptide 235: 281 

hybrid protein 240: 556 

hydra 235: 814 

hydration 235: 262 

hydrazido inhibitors 237: 93 

hydrogen activation 237: 629 

hydrogen exchange 237: 212 

hydrogen peroxide 240: 807; 242: 301 

hydrogen peroxide assay 238: 785 

hydrogenase 237: 629 

hydrogenase processing 235: 351 

hydrogen-deuterium exchange 241: 675 

hydrolase 238: 599 

hydrophilic peptide 241: 77 

hydrophobic peptide 241: 489 

1H-3-hydroxy-4-oxoquinaldine 2,4- 
dioxygenase (decyclizing, CO-forming) 
240: 576 

1H-3-hydroxy-4-oxoquinoline 2,4-dioxygenase 
(decyclizing, CO-forming) 240: 576 

3-hydroxy fatty acid 239: 702 

2-hydroxyacid oxidation 238: 790 

3-hydroxyacyl-CoA dehydrogenase 240: 660 

3-hydroxy-4(1H)-quinolone(derivatives) 
240: 576 

hydroxylamine oxidation 240: 684 

hydroxylase 240: 674 

hydroxylase component 241 : 552 

7-hydroxylation 242: 641 

para-hydroxylation 241: 215 

hydroxymethylglutaryl-CoA reductase 
237: 800 

hydroxyproline-rich glycoprotein 239: 259 

hydroxysteroid dehydrogenase 241: 744 

11f-hydroxysteroid dehydrogenase 238: 484 

17-hydroxysteroid dehydrogenases 236: 482 

Hymenoptera 238: 752 

hyosophorin 238: 357 

hyp genes 235: 351 

hyperglycemia 242: 86 

hypermethylation 238: 476 

hyperphenylalaninemia 240: 477 

hyperthermoacidophilic 236: 92 

hyperthermophile 236: 189; 239: 679 

hyperthermophiles 240: 274 

Hyphomicrobium 241: 1 


hypoxia 235: 622 
hypoxically inducible mRNA 241: 403 


ice-binding immunoglobulin 241: 740 

ice-nucleating activity 241: 740 

icosanoids 235: 242 

I-domain 241: 732 

ileal transport 239: 887 

ileal-lipid-binding-protein cloning 239: 887 

imaginal disc 240: 443 

immunity 236: 200 

immunoassays 240: 622 

immunoglobulin 235: 543; 240: 556 

immunomodulator 242: 1 

immunopharmacology 242: 1 

immunoprecipitation 242: 576 

immunoscintigraphy 235: 275 

immunostimulant 242: 1 

immunosuppression 241: 47 

import 235: 750 

in situ hybridization 236: 970; 239: 588 

inactivation 241: 215 

inclusion bodies 236: 558 

inclusive-action mechanism 240: 655 

indole-3-acetaldehyde dehydrogenase 
242: 648 

indole-3-acetic acid 242: 648 

inducer binding 235: 804 

inducible nitric-oxide synthase 237: 668 

induction 237: 668 

inflammation 236: 638; 238: 599 

influx 238: 576 

infraciliary lattice 238: 121 

in-frame deletions 235: 351 

infrared spectroscopy 235: 660; 236: 254 

ingenol ester 242: 417 

inhibition 235: 750; 239: 418; 240: 765; 
241: 249 

inhibitor 237: 393; 238: 446; 238: 561; 
239: 229; 240: 239; 242: 477 

inhibitor-2 242: 793 

inhibitor assay 235: 574 

inhibitor susceptibility 241: 664 

inhibitory guanine-nucleotide-binding protein 
235: G10; 239: 752 

initiation 236: 747 

initiation factor 236: 40 

initiation of translation 238: 845 

initiation/promotion 242: 417 

initiator-like element 236: 365 

inner medulla 240: 268 

inorganic pyrophosphatase 236: 121 

myo-inositol monophosphatase 240: 435 

myo-inositol-1(or 4)-monophosphatase 240: 
288 

inositol trisphosphate 236: 443 

inositolphospholipid 3-kinase 238: 350 

insect 235: 138; 236: 200; 237: 698; 
238: 64; 240: 336; 241: 707; 242: 807 

insect cells 235: 332; 237: 768 

insect immunity 241: 330; 241: 699 

insertion into thylakoid membranes 242: 288 

insulin 236: 40; 236: 214; 236: 523; 
236: 1033; 238: 214; 239: 17; 241: 533; 
242: 435; 242: 550 

insulin-like growth factor 239: 558 

insulin-like growth factor I 236: 523 

insulin receptor 241: 186 

insulin-promoter factor 1 242: 435 

integrase 240: 765 

integration 241: 70 

integrin 237: 205; 241: 254; 241: 557; 
241 : 732 





integrin allbf3 235: 281 

integrin a5f1 237: 76 

interaction with the bc, complex 237: 792 

intercellular-adhesion molecule-1 238: 173 

intercellular communication 238: 1 

interfacial catalysis 239: 105 

interferon 235: 404; 236: 895; 238: 554; 
240: 667; 240: 732 

interferon-8 235: 91 

interferon-y 242: 191 

interferon-responsive gene 240: 732 

interferon-stimulated genes 238: 554 

inter-a-inhibitor 236: 984 

interleukin-1 236: 207; 236: 517; 242: 544 

interleukin-1 mutated proteins 238: 308 

interleukin-1f 238: 308 

interleukin-1/-converting enzyme 236: 207 

interleukin-4 240: 667 

interleukin-4 receptor 240: 252 

interleukin-4 variants 240: 252 


interleukin-6 236: 638; 236: 871; 239: 624; 


241: 56 

interleukin-6 receptor 236: 837; 238: 714 

interleukin-8 235: 26 

interleukin-13 240: 667 

intermediate 239: 679; 240: 615 

intermediate metabolism 239: 526 

internalization 236: 200 

intestine 236: 778; 236: 789 

intestine rats 237: 16 

intracellular recycling 237: 809 

intracellular/extracellular cleavage 236: 789 

intramolecular chaperone 241: 750 

intramolecular disulfide 240: 352 

intrinsic fluorescence 237: 247 

intron retention 240: 83 

intron-less gene 237: 752 

invertebrate 235: 449; 235: 622; 242: 822 

in vitro protein synthesis 239: 881 

in vitro selection 237: 712 

in vitro transcription 237: 440 

in vivo phosphorylation 241: 901 

ion channel 240: 143; 240: 454; 240: 646 

ionic strength 238: 346; 241: 797 

iron chelation 241: 403 

iron metabolism 236: 922 

iron regulation 239: 197 

iron-responsive element 241: 64 

iron-sulfur 241: 440 

iron-sulfur cluster 236: 465; 237: 71; 
237: 406; 239: 818 

iron-sulfur flavoprotein 236: 937 

iron-sulfur molybdenum flavoprotein 
238: 862 

iron-sulfur protein 236: 309; 237: 399; 
237: 629; 237: 726; 238: 346; 242: 156 

iron/zine 241: 178 

islet 242: 435 

isocitrate-dehydrogenase kinase/phosphatase 
237: 247 

isocyclic ring 238: 280 

isocyclic ring E 239: 85 

isoenzyme selectivity 238: 446 

isoform 235: 304; 236: 457; 239: 897; 
240: 358 

isolated organelle 237: 601 

isomerase CDNA 237: 240 

isomerase gene 237: 240 

isopenicillin N synthase 242: 736 

isoprenoid 236: 847; 239: 302 

isotope-exchange reaction 236: 301 

isotopomer 239: 742 
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isozyme 235: 366; 236: 571; 238: 790 
isozyme emergence 236: 563 


juvenile hormone 239: 588 
juvenile-hormone-binding protein 242: 741 


K, value 240: 774 

72-kDa gelatinase 239: 239 

keratan sulfate 242: 402 

keratan-sulfate-like N-linked glycan 238: 357 

ketogenesis 237: 16 

KH domain 241: 425 

kidney 236: 128; 240: 268 

kinase 238: 690; 240: 570 

kinetic analysis 240: 692; 240: 738 

kinetic constants 235: 713 

kinetics 235: 49; 237: 164; 237: 234; 
237: 476; 237: 876; 238: 613; 239: 
239: 692; 240: 209; 240: 223; 240: 
240: 435; 240: 615; 241: 215; 241: 
241 : 787 

kininogen 235: 534 

Ki-ras promoter 238: 143 

kiwi fruit 242: 228 

Klebsiella 241: 602 

Klebsiella pneumoniae 237: 221; 
237: 786 

Krox-24 237: 704 

Kunitz module 238: 333 

Kunitz-type protease inhibitor 235: 310 

Kupffer cell 237: 344 

Ku protein 241: 931 

kyninogen 238: 769 

kynureninase 239: 460 

kynurenine pathway 239: 460 

kyphoscoliotic (ky) 241: 916 


La (SS-B) 236: 649 

laccase 235: 508 

lactase-phlorizin hydrolase 236: 789 

lactate dehydrogenase 235: 613; 240: 274 

lactoferrin 241: 303 

f-lactoglobulin 237: 106 

laminin 238: 813 

lanthionine-containing polypeptide 235: 382; 
235: 394 

lantibiotic 239: 156; 241: 716 

large-dense-core vesicles 236: 877 

2-O-lauroylsucrose 241: 343 

lazabemide 236: 996 

leaf senescence 238: 317 

Leber’s hereditary optic neuropathy 239: 201 

lectin 235: 128; 236: 419; 237: 505; 
242: 320 

leghemoglobin 237: 212 

legume lectins 239: 675 

Leishmania 242: 410 

lens 235: 449 

lens differentiation 239: 23 

Leu-Asp-Val 242: 352 

leukemia-inhibitory factor 241: 507 

leukotriene 238: 250; 238: 606 

leukotriene A, 235: 416; 238: 599 

leukotriene B, 238: 599 

leukotriene C, 242: 201 

leukotriene-biosynthetic enzymes 239: 572 

Leydig cell 239:8 

Lhcb4 238: 112 

ligand binding 236: 1025; 237: 809 

ligand-gated ion channel 239: 539 

ligand-receptor interaction 237: 743 

light-harvesting complex of photosystem II 
trimers 242: 288 

light-stress protein 236: 591 


lignin degradation 237: 45 

lignin peroxidase 237: 45 

limb bud 237: 295 

LIM domain 241: 657 

limited proteolysis 237: 862; 241: 221; 
241: 835 

linear dichroism 240: 91 

linear epitope 240: 209 

7Li-NMR 240: 288 

linoleic acid 238: 549 

linoleoyl-CoA 238: 104 

lipid 237: 468; 238: 368; 240: 181; 
241: 682; 242: 657 

lipid A 237: 272 

lipid-bilayer membrane 240: 646; 241: 594 

lipid binding 239: 74 

lipid body 241: 6 

lipid hydroperoxide 235: 416 

lipid metabolism 241 : 386 

lipid monolayer 235: 207; 235: 267 

lipid-protein interaction 235: 207; 239: 294 

lipid traffic 237: 454 

lipid transfer 240: 713 

lipooligosaccharide 238: 270 

lipopeptide 241: 682; 242: 665 

lipophosphoglycan 242: 410 

lipopolysaccharide 236: 200; 236: 457; 
236: 871; 237: 229; 237: 266; 237: 272; 
237: 468; 237: 635; 237: 786; 238: 160; 
239: 434; 239: 566; 239: 602; 240: 245; 
242: 682 

lipoprotein 236: 436; 240: 699; 242: 332 

lipoprotein assembly 240: 713 

lipoprotein lipase 237: 545 

lipoprotein lipase/apolipoprotein CII complex 
237: 545 

lipoprotein remnants 242: 703 

liposome 240: 352 

lipoxygenase 238: 549; 241: 6; 241: 297 

5-lipoxygenase 238: 250; 242: 90 

lipoylation 236: 27 

liver 235: 677; 235: 799; 236: 163; 
236: 638; 238: 576; 239: 451; 239: 726; 
241: 417; 242: 550; 242: 703 

localization 236: 847; 238: 538 

localization and regulation of protein kinase 
Ca 239: 796 

long interspersed nuclear element (LINE 
element) 241: 70 

long-chain-acyl—CoA synthetase 238: 104 

low-density-lipoprotein receptor 239: 214 

low-density-lipoprotein-receptor-related pro- 
tein 242: 703 

low-density-lipoprotein-receptor superfamily 
239: 132 

low-frequency stimulation 236: 814 

luciferase assay 238: 853; 242: 446 

luciferase family 242: 186 

lurlene 241: 581 

lutropin 240: 262 

lutropin/choriogonadotropin receptor 239: 8; 
241: 627 

lutropin-releasing hormone 242: 36 

lycopene 236: 115 

lycopene cyclase 241: 291 

lymphocyte 242: 90 

Lyn-catalyzed Tyr phosphorylation 240: 394 

Lyn substrate identification 235: 18 

Lyn tyrosine kinase 236: 352 

lysine residues 236: 470 

lysophospholipase 238: 690 

lysosomes 235: 564 

lysozyme 237: 86 
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M13 gene V protein 238: 706 

a-macroglobulin 242: 822 

macrophage 239: 566 

macrophage foam cells 236: 48 

Madin-Darby canine kidney cell 239: 638 

magic-angle spinning 241: 586 

magnesium 235: 438; 240: 223 

magnesium activation 236: 121 

magnesium binding 242: 249; 242: 256 

magnetization transfer 235: 262 

maize 235: 338; 241: 121 

major histocompatibility complex 235: 404; 
236: 249; 240: 71 

major intrinsic protein 241: 707 

malaria 235: 345; 239: 655; 242: 104 

malate dehydrogenase 236: 947; 240: 789 

male reproductive system 237: 414 

malonate decarboxylase 237: 221 

maltodextrin 241: 787 

mammal 242: 206 

mammalian cells 237: 288 

mammalian fertilization 240: 448 

mammary carcinoma 236: 318 

Manduca sexta 239: 588 

manganese(II) 240: 118 

manganese and phosphate ion binding 
239: 220 

manganese-independent activity 237: 424 

manganese peroxidase isoenzyme 237: 424 

mannan 240: 37 

mannose 6-phosphatase 238 : 669 

mannose 6-phosphate 238: 669 

mannose 6-phosphate receptor 237: 809 

mannose receptor 237: 344 

mannose transporter 239: 810 

mannose-terminated glucocerebrosidase 
237: 344 

a-mannosidase II 242: 446 

a-mannosidase II* 242: 446 

mannosyltransferase 240: 37 

mapping 239: 773 

mass spectrometry 236: 689; 237: 113; 
237: 862; 238: 769; 239: 773; 240: 215; 
241: 77; 241: 716; 241: 835; 242: 608 

mathematical modeling 239: 742 

matrix degradation 239: 239 

matrix metalloprotease 235: 187; 239: 239; 
241: 476 

matrix-assisted-laser-desorption ionization MS 
237: 635; 238: 259; 239: 144; 241: 133; 
242: 191 

maturation 241: 895 

maurotoxin 242: 491 

mechanism 236: 706 

medfly 241: 330 

mediator 239: 686 

meiosis 237: 691 

meiotic cell division 237: 685 

Mek 235: 828 

melanogenesis 236: 180 

melanoma growth-stimulatory activity 235: 26 

membrane 237: 303; 237: 876; 239: 156; 
241: 879; 242: 372 

membrane association 236: 412 

membrane-binding site 239: 726 

membrane hydrolysis 238: 7070 

membrane interaction 235: 382 

membrane iron transporter 238: 463 

membrane mimetic 241 : 756 

membrane protein 239: 805; 241: 691; 
242: 41 

membrane topology 239: 810 
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membrane-type matrix metalloprotease-1 
239: 239 

4-mercaptohistidine 242: 557 

3-mercaptopicolinate 238: 207 

mesotocin receptor 237: 759 

metabolic flux 242: 220; 242: 770 

metabolic inhibitors 235: 225 

metabolism 236: 128 

metabolite channeling 236: 626 

metal binding 240: 288; 242: 387 

metal effect 241: 178 

metal substitution 239: 818 

metalloenzyme 240: 288; 241: 675 

metalloprotease 236: 877; 237: 159; 
238: 744; 241: 368 

metalloprotein 235: 372; 236: 843 

metallothionein 238: 698 

metallothionein gene expression 242: 36 

metal-site structure 241: 546 

metamorphosis 235: 138; 240: 336 

[Met5]enkephalin-Arg-Phe 240: 540 

methane monooxygenase 241: 552 

methanogenic Archaea 235: 653; 236: 294; 
236: 309; 239: 93; 241: 149; 242: 156 

methanol oxidase 238: 181 

Methanosarcina 236: 309 

Methanosarcina barkeri 235: 653; 237: 35 

methanotroph 240: 684 

methenyltetrahydromethanopterin cyclohydro- 
lase 236: 294 

methionine synthase 236: 294 

methylation 235: 585; 238: 160; 241: 77 

3-methylcholanthrene 242: 512 

3-methyldienelactone 237: 357 

3-methylmaleylacetate 237: 357 

4-(methyInitrosamino)-1-(3-pyridyl)-1- 
butanone 238: 484 

3-O-methyl-D-rhamnose 239: 434 

N°-methyltetrahydromethanopterin : coenzyme 
M methyltransferase 239: 857 

Methylococcus capsulatus 240: 684 

Methylophilus methylotrophus 240: 314 

methylotroph 236: 620; 241: 1 

5’-methylthioadenosine phosphorylase 
239 : 632 

methyltransferase 235: 653; 239: 235; 
241: 149 

mevalonate 239: 720 

m’G(5’)ppp 239: 597 

micelle 241: 756 

microfibril 240: 427 

microfilament 241: 901 

microperoxidase 241: 215 

microperoxidase-8 240: 232 

microsomal triacylglycerol-transfer protein 
240: 713 

microsomes 235: 799 

microtubule 241: 765 

microtubule-associated protein 2 241: 765 

Micrurus 238: 231 

milk-clotting enzymes 235: 762 

Miller-Dieker lissencephaly protein (LIS 1) 
240: 400 

minichromosome maintenance (Mcm) pro- 
teins 235: 144 

minor-groove-binding drugs 239: 376 

mismatch repair 238: 297 

mistranslation 241: 476 

mitochondria 235: 593; 235: 750; 236: 609; 
237: 288; 237: 601; 237: 792; 238: 495; 
238: 623; 238: 845; 239: 445; 240: 98; 
240: 165; 240: 292; 240: 387; 240: 461; 
241: 83; 241: 171; 241: 649; 241: 779; 
241: 888; 242: 81 


mitochondrial DNA 239: 201 

mitochondrial hydroxymethylglutaryl-CoA 
synthase 237: 16 

mitochondrial processing peptidase 242: 114 

mitochondrial protein import 241: 374; 
236: 856 

mitochondrial ribonuclease P 235: 289 

mitochondrial ribonuclease P RNA 235: 297 

mitochondrial RNA synthesis 237: 601 

mitochondrial-genome-transmission gene 
(MGT1) 238:77 

mitogen-activated protein kinase 235: 97; 
236: 476; 236: 796; 237: 704; 241: 315; 
241 : 322 

mitogen-activated-kinase pathways 242: 171 

mitogen-activated-protein-kinase cascade 
238: 214 

mitosis 241: 923 

mode of action 235: 394; 236: 263; 239: 156 

model membrane 240: 181 

modeling 236: 128; 242: 372 

modified oligonucleotide 241: 572 

Mossbauer spectroscopy 241: 432 

molecular chaperone 237: 318; 240: 98 

molecular cloning 240: 373; 242: 712 

molecular dynamics 235: 26; 236: 254 

molecular-dynamics calculation 240: 540 

molecular-dynamics simulations 240: 751 

molecular evolution 235: 601; 237: 698; 
237: 759 

molecular modeling 236: 960; 239: 710 

molecular motion 237: 561 

molluscan immunity 240: 302 

molybdenum cofactor 238: 862 

molybdenum enzyme 236: 309; 237: 406; 
242: 156 

molybdenum-center activation by oxidation 
239 : 782 

molybdenum-containing hydroxylase 
236: 155 

molybdopterin 236: 309; 242: 156 

molybdopterin cytosine dinucleotide 238: 862 

molybdopterin guanine dinucleotide 237: 406 

monoamine oxidase 236: 996; 242: 41 

monoclonal antibody 235: 275; 238: 631; 
241: 309 

monocyte 242: 339 

monomeric allosteric 237: 841 

monomers 236: 78 

monomethyl] sulfate 236: 620 

monooxygenase 237: 592; 238: 287 

monooxygenation 236: 620 

morphology 242: 171 

mouse 236: 482; 237: 25; 237: 496; 
242: 280 

mouse brain microsome 242: 641 

mouse liver microsome 242: 641 

mRNA 236: 56; 236: 747; 236: 814; 
242: 537 

mRNA cap structure 239: 597 

mRNA expression 241: 805 

mRNA-protein complexes 237: 143 

mRNA stability 239: 117; 240: 112 

mRNA translation 236: 649 

MUC1 236: 318 

mucin 236: 318 

muconolactone isomerase 237: 350 

multicatalytic proteinase 235: 404 

multidrug resistance 239: 796 

multidrug-resistance protein 241: 644; 
242: 201 

multienzyme 242: 665 

multienzyme systems 236: 335 





multifunctional protein 242: 315 

multiheme cytochrome 241: 723 

multimeric peptide 239: 74 

multimeric protein form 238: 28 

multiple inhibition 240: 692 

multiple interleukin-1 receptors 238: 308 

multiple-sulfatase deficiency 238: 341 

multiprotein subunit 235: 289 

Munc-18-2 239: 638 

murine fibrinolysis 241: 840 

muscle 235: 317; 236: 539; 236: 887; 
239: 835 

muscle contraction 239: 165; 241: 25 

muscle denervation 238: 807 

muscle metabolic state 238: 807 

mussel 239: 172 

mustard allergy 237: 827 

mutagenesis 235: 120; 236: 389; 236: 465; 
236: 723; 236: 789; 237: 180; 239: 445; 
239: 675; 242: 51; 242: 249; 242: 256; 
242: 271 

mutant 241: 193 

mutation 238: 490; 239: 98; 239: 214 

mutation analysis 242: 186 

mutator phenotype 238: 297 

Myc 241: 249 

mycelium 237: 691 

mycobacteria 238: 270 

Mycobacterium 239: 93 

Mycobacterium avium 241: 682 

myeloid cells 239: 572 

myeloid-differentiation antigen 236: 457 

myeloid-related protein 241: 265 

myoglobin 235: 622 

myopathy 241: 916 

myosin 236: 539; 239: 165; 239: 317 

myosin heavy chain 236: 887; 241: 916 

myosin light chain 241: 916 

myosin subfragment-1 241: 25 

Mytilus 239: 172; 240: 302 


Na*/K*-exchanging ATPase a1 subunit gene 
237: 440 

NAD* glycohydrolase 239: 177 

NAD*/NADH-binding site 239: 782 

NADH dehydrogenase 239: 201; 240: 173; 
241: 888; 

NADH oxidase 241: 155 

NADH: ubiquinone oxidoreductase 237: 128; 
241: 83 

NAD(P)H: flavin oxidoreductase 237: 870 

NADPH 235: 262 

NADPH binding 235: 180 

NADPH oxidase 239: 369; 240: 807; 
242: 529 

NADPH protection against cold inactivation 
235: 180 

napin 242: 214 

native full-length fibroblast-growth factor 
241: 453 

natriuretic peptide 237: 25 

natural resistance 235: 54 

ndk gene 239: 208 

nebulin 239: 835 

negatively charged surface 238: 240 

neonatal period 238: 476 

nephrolithiasis 236: 984 

nerve-growth factor 235: 579; 236: 360 

NeuSAc analogs 236: 852 

neurite-growth inhibitor 241: 468 

neuroendocrine 236: 60; 238: 505 

neuromuscular activity 236: 814 

neuronal-type differentiation 236: 820 
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neuron-specific transcription 237: 311 

neuropeptides 239: 588 

neurotoxic phospholipase A, 240: 83 

a-neurotoxin 238: 231 

neutral protease 241: 368 

neutralization 239: 842 

neutralizing antibody 237: 64; 242: 727 

neutrophil 236: 1003; 238: 250; 241: 303; 
242: 529 

neutrophil collagenase 235: 187 

N-glycan 242: 446 

N-glycosylation 239: 340; 242: 191 

nickel 237: 629; 239: 61; 241: 178 

nickel-affinity chromatography 236: 389 

nickel incorporation 235: 351 

Nicotiana alata 242: 75 

nicotinamide nucleotide 239: 737; 241: 162 

nicotinic acetylcholine receptor 239: 539 

[NiFe]hydrogenase 241: 675 

nigrin b 237: 505 

nisin 235: 267; 239: 156; 241: 716 

nisin mutant peptides 235: 267 

nitric oxide 238: 173; 240: 380; 241: 498 

nitric-oxide reductase 242: 592 

nitric-oxide synthase 242: 807 

nitrogenase 237: 399 

p-nitrophenylalanine 235: 814 

nitrous-oxide reductase 237: 447 

N-linked oligosaccharide 238: 853 

N-linked sugar chains 236: 579 

NMR 235: 26; 235: 120; 235: 359; 
235: 382; 235: 394; 235: 543; 235: 622; 
235: 804; 236: 85; 236: 92; 236: 100; 
236: 395; 236: 405; 236: 697; 236: 706; 
236: 911; 236: 960; 237: 188; 237: 212; 
237: 575; 237: 726; 238: 423; 238: 435; 
238: 346; 239: 532; 239: 905; 240: 37; 
240: 45; 240: 118; 240: 540; 240: 584; 
241: 229; 241: 440; 241: 586; 241: 602; 
241: 716; 241: 723; 241: 756; 242: 271; 
242: 352; 242: 372; 242: 557; 242: 682 

NMR diffusion 241: 489 

Nomenclature Committee of the International 
Union of Biochemistry and Molecular 
Biology 237: 1 

non-esterified fatty acids 236: 436; 240: 699 

non-haem oxygenase 242: 736 

non-histone proteins 240: 600 

non-nucleosidic inhibitor 242: 98 

non-ribosomal peptide synthesis 236: 335 

non-structural protein 3 237: 611 

non-substrate ligand 241: 484 

normal red cells 235: 549 

nrdB mutants 237: 58 

N-terminal and internal amino acid sequencing 
239: 144 

N-terminal proteolysis 238: 317 

N-terminal sequence of 5-aminolevulinic acid 
dehydratase 236: 600 

nuclear dots 238: 554 

nuclear envelope 241: 32 

nuclear factor KB 239: 624; 242: 544 

nuclear localization 236: 991 

nuclear-localization signal 235: 736 

nuclear matrix 236: 352 

nuclear-matrix proteins 236: 814 

nuclear proteins 235: 144 

nuclear relaxation 241: 440 

nuclear transport 241: 32 

nuclear tyrosine kinase 236: 352 

nucleic acid amplification 235: 256 

nucleic-acid-binding protein 241: 425 

nucleocapsid protein 238: 129 


nucleolin 237: 153 

nucleophile 240: 150 

nucleophosmin 237: 153 

nucleoplasmin 240: 186 

nucleoside-diphosphate kinase 239: 208 

nucleotide 240: 156 

nucleotide binding 240: 78; 241: 363 

nucleotide exchange 236: 222 

nucleotide pyrophosphatase 241 : 338 

nucleotide sequence 237: 100; 240: 373; 
241: 564 

nucleotide-binding protein 237: 247 

nucleotide-binding sites 240: 165 

nucleus 242: 67 


O antigen 237: 229; 237: 266; 237: 635; 
237: 786 

O-antigen serology 240: 245 

O-glycosylation 235: 431; 236: 318; 
238: 511 

O-linked polysaccharide 239: 532 

O-linked sugar chain 235: 431 

O-specific polysaccharide 239: 434 

ocytocin analogue 240: 118 

Ole e 3 241: 772 

Olea europaea 241: 772 

olfaction 236: 632 

olfactory receptor 238: 28 

oligomerization 236: 34; 237: 809 

oligonucleotides 239: 33 

oligopeptidase 238: 728 

oligosaccharide 242: 608 

oligosaccharide structure 235: 199 

olive pollen 241: 772 

omeprazole 237: 642 

oncogenes 236: 1 

oncomodulin 242: 249; 242: 256 

oncostatin M 241: 56 

oocyte $150 extract 240: 186 

opioid 241: 756 

optical 242: 695 

organelle-specific acylation 238: 104 

organization 236: 68 

ornithine carbamoyltransferase 236: 283; 
239: 397 

Oryza sativa 239: 310 

Oryzias latipes 235: 501 

osmolyte 242: 86 

osmotic pressure 239: 165; 241: 25 

osmotic stress 236: 56 

osteocalcin 238: 97 

ostrich 240: 262 

overexpression 236: 27; 236: 115; 236: 240; 
237: 584; 239: 501; 241: 691; 242: 760 

ovothiol A 242: 557 

oxidant stress 236: 443; 238: 166 

oxidase 242: 736 

oxidation 238: 623; 242: 301 

a-oxidation 240: 674 

B-oxidation 239: 302; 240: 660 

oxidative inactivation 235: 416 

oxidative phosphorylation 239: 201; 
240: 165; 241: 280 

oxidative stress 237: 433; 238: 737; 
239: 655; 242: 544 

oxidoreductase 239: 391 

oxidoreduction 236: 937 

oxime inhibitor 236: 1025 

2-oxoacid dehydrogenase 237: 674 

5-oxo-icosanoids 236: 1003 

6-oxopiperidine 2-carboxylate 242: 264 

oxygen 235: 622 

oxygen-binding protein 242: 779 
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oxygen evolution 237: 519; 242: 485 
oxygen transfer 240: 232 
OZF 236: 991 


*'P solid-state NMR 235: 262 

*P-C coupling 238: 470 

pig: 238: 152 

P19 teratocarcinoma cells 240: 15 

p21-activated kinase 242: 171 

p21™"! 237: 854 

p36™*-catalyzed Tyr phosphorylation 240: 394 

p72™ 240: 400 

p97 subunit 239: 912 

p130 Sre substrate 236: 953 

PA28 236: 510 

Pacifastacus leniusculus 236: 450 

palmitoyl-CoA 238: 104 

palmitoyl-CoA inhibition 242: 689 

pancreas 239: 117; 242: 435 

pancreatic acini 235: 73 

pancreatic carcinoma 242: 467 

pancreatic spasmolytic polypeptide 235: 64 

pancreatic-type phospholipase A, 241: 872 

Paracoccus denitrificans 242: 592 

parallel evolution 241: 849 

paramagnetic 236: 92; 242: 132 

Paramecium 238: 121 

Paramecium tetraurelia 238: 198 

parasite 239: 905 

parathymosin 242: 67 

partition coefficient 241: 879 

parvalbumin 236: 814; 237: 561; 242: 249; 
242: 256 

paxillin 235: 579 

PCI2: 235: 579 

Pome 25) StS; 257: 712 

PCS60 240: 468 

P388D, macrophage 235: 480 

pdh genes 237: 674 

pea (Pisum sativum) 235: 574; 237: 373 

pea (Pisum savitum) 237: 854 

peach tree 239: 702 

Pelobacter acidigallici 237: 406 

penicillin biosynthesis 238: 675; 242: 736 

Penicillium janthinellum AKU3413 242: 499 

Penicillium simplicissimum 235: 192 

pentose-phosphate pathway 240: 592 

peptidase 237: 1; 238: 599 

peptidase activity 238: 453 

peptide 235: 699; 236: 249; 236: 335; 
237: 303; 237: 619; 239: 850; 240: 30; 
241: 948; 242: 657 

peptide antibiotic 238: 325 

peptide conformation 241: 489 

peptide libraries 236: 249 

peptide mapping 241: 627 

peptide synthesis 237: 188; 241: 533 

peptide synthetase 236: 335; 242: 264; 
242: 665 

peptide-affinity chromatography 237: 854 

peptide-ligand binding 237: 318 

peptidylprolyl isomerase 236: 428 

Per-Arnt-Sim domain 242: 512 

perforin 238: 637 

perfringolysin O 241: 941 

peripheral anionic site 235: 36 

peripheral cannabinoid receptor 237: 704 

periplasm 235: 754 

perlecan 241: 827 

peroxidase 235: 192 

peroxisomal protein import 241: 374 

peroxisome 238: 845; 239: 302; 240: 468; 
240: 660; 240: 674 
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peroxisome proliferator 235: 242; 235: 789; 
239: 526 
peroxisome-proliferator-activated receptor 
235: 242; 239: 1 
persicomycin 239: 702 
perturbed angular correlation 241: 546 
pH 235: 564; 238: 549 
phage display 242: 720 
Phanerochaete chrysosporium 237: 45 
pharmacology 241: 525 
Phaseolus vulgaris L. 239: 281 
phenobarbital 238: 207 
phenol oxidase 235: 508 
phenylalanine activation 242: 813 
phenylalanine hydroxylase 241: 858; 
242: 813 
phenylalanyl-tRNA synthetase 240: 526 
phenylhydrazine 236: 714; 238: 683 
pheromone 241: 581 
phorbol ester 240: 747; 242: 417 
4f-phorbol 12-myristate 13-acetate 236: 614 
phorbol-ester-responsive element 236: 614 
phorbol-12-myristate-13-acetate—responsive 
element 241: 393 
phosphatase 238: 613; 238: 690; 240: 600 
phosphatase 2A 235: 97 
phosphatase substrate specificity 236: 548 
phosphate binding 235: 641 
phosphatidylcholine 236: 738 
phosphatidylinositol 238: 538 
phosphatidylinositol 4,5-bisphosphate 
238: 777; 240: 707 
phosphatidylinositol 3-kinase 235: 828; 
2315130; 299 47 
phosphatidylinositol 4-kinase 235: 549 
phosphatidylinositol 3,4,5-trisphosphate 
238: 350 
phosphatidylserine vesicle 240: 540 
phosphocalmodulin 239: 98 
phosphocellulose-column chromatography 
237: 440 
phosphodiesterase 240: 53 
phosphodiesterase I 241: 338 
phosphoenolpyruvate 235: 225 
phosphoenolpyruvate carboxykinase 
238: 207; 242: 537 
phosphofructokinase 236: 626 
phosphoglucomutase 235: 103 
6-phosphogluconate dehydrogenase 240: 592 
phospholamban 236: 85 
phospholipase 237: 819 
phospholipase A, 235: 480; 235: 557; 
237: 778; 238: 70; 238: 231; 241: 297; 
241 : 386 
phospholipase C 239: 105 
phospholipase D 240: 707 
phospholipid 235: 648; 238: 830; 241: 586 
phospholipid hydrolysis 238: 70 
phospholipid hydroperoxide 238: 838 
phospholipid remodeling 235: 480 
phospholipid synthesis 241: 691 
phospho-oligosaccharide biosynthesis 
242: 410 
5-phosphoribosyl 1-diphosphate 240: 637 
2’-(5”-phosphoribosy])-3’-dephospho-CoA 
2572224 
phosphorylase kinase 238: 374 
phosphorylated tyrosyl residues 235: 18 
phosphorylation 235: 338; 236: 40; 
238: 453; 238: 613; 238: 690; 239: 439; 
241: 265; 241: 338; 242: 56; 242: 428 
phosphorylation mapping 240: 756 
phosphotransferase system 239: 810 


photoaffinity labeling 235: 814; 236: 149; 
237: 514; 237: 768; 239: 887; 241: 644; 
242: 619 

photochemically modified oligomer 235: 359 

photoisomerization 235: 359 

photolabeling 240: 215 

photoreduction 239: 427 

photosynthesis 236: 1010; 237: 519; 

238: 112; 238: 280; 239: 805 
photosystem I 235: 324; 236: 465; 237: 519 
photosystem II 237: 519; 242: 288; 242: 485; 

242: 799 
phycobiliprotein 236: 1010 
phycobilisome 236: 1010 
phycocyanobilin 236: 978 
Physarum polycephalum 241: 901 
phytanic acid 236: 328; 240: 674 
phytochrome 236: 978 
pigment—protein interaction 238: 381 
pituitary adenylate-cyclase-activating polypep- 

tide 239: 349 
pituitary adenylate-cyclase-activating-polypep- 

tide receptor 239: 349 
placenta 236: 365; 242: 280 
plant 235: 215; 242: 75 
plasmin 236: 682; 236: 904 
plasminogen 236: 373; 236: 904; 241: 840 
plasminogen-activator inhibitor 237: 180; 

241: 38 
plasminogen-activator inhibitor 1 241: 393; 

241: 557 
plasminogen-activator inhibitor 2 241: 93 
plasmin(ogen)-binding protein 239: 42 
Plasmodium falciparum 239: 655; 241: 805; 

242: 104 
Plasmodium falciparum enzymes 235: 345 
plasmon resonance 240: 252 
plastocyanin 235: 585; 242: 132 
plastoquinone 241: 581 
platelet calcium 239: 647 
platelet-activating factor 236: 48 
platelet-derived growth factor 235: 495; 

239: 17 
platelet-derived microparticles 239: 647 
platelets 236: 862 
Pleurotus eryngii 237: 424 
Pleurotus ostreatus 235: 508 
PM3 236: 109 
p85Mcm 235: 144 
pmel 17 236: 180 
*P-NMR 235: 648; 238: 470 
pokeweed antiviral protein 235: 159 
poly(A)-binding protein 237: 143 
polyamine 240: 416 
poly(deoxypyrimidine) 238: 38 
poly(glutamic acid, tyrosine) 242: 519 
polyhedrin-promoter-binding protein 239: 384 
polylysine 241: 186 
polymerase processivity 242: 98 
polymorphism 238: 490 
polymorphonuclear leukocyte 236: 517 
polymyxin 237: 272 
polypeptide 7B2 236: 60; 238: 505 
polyphosphate 242: 327 
polysaccharide 238: 160; 241: 602; 242: 682 
polysaccharide structure 240: 245 
polysomes 236: 383 
pore-forming peptide 236: 263 
pore-forming protein 238: 637 
pore-forming toxins 236: 34 
post-translational modification 237: 460; 

239: 144 
potassium 237: 318 





pp200 235: 495 

precursor 235: 207 

precursor conformation 238: 192 

precursor processing 238: 325 

precursor tRNA processing 241: 17 

precytochrome b, 236: 856 

pregnancy-associated plasma protein-A 
237: 159 

pregnancy-specific glycoprotein 236: 365; 
242: 280 

pregnenolone 242: 641 

presequence 239: 259 

pre-steady-state kinetics 241: 572 

pre-tRNA 242: 747 

primary structure 236: 843; 237: 433; 
238: 822 

processed pseudogene 237: 496 

processing 236: 558; 242: 214; 242: 747 

processing of precursor tRNA" 235: 289 

processing signal 236: 856 

prochlorophyte 241: 865 

Prochlorothrix 241: 865 

proenkephalin-A-derived fragments 235: 516 

proenzyme 236: 558 

proenzyme maturation 238: 505 

profilin 238: 777 

progesterone 237: 514; 239: 726 

programmed cell death 241: 47; 241: 297 

progress curves 240: 584 

pro-haemolysin 238: 418 

prohormone convertase PC2 238: 505 

proinsulin 236: 656 

proliferating-cell nuclear antigen 237: 854 

proliferation 235: 64; 238: 799 

proline 241: 171 

trans-proline 241: 516 

proline-directed protein kinase 241: 765 

prolyl isomerase 241: 516 

prolyl cis/trans isomerization 235: 526; 
241: 516 

promoter 236: 60; 236: 373; 238: 582; 
239 : 579; 240: 323; 241: 552 

promoter expression 236: 887 

promoter structure 241: 649 

proof-reading mechanism 240: 526 

propeptide 238: 198; 242: 29 

propeptide-mediated folding 241: 750 

propidium 235: 36 

6-propiony1-2-(dimethylamino)naphthalene 
241: 462 

prosequence 237: 719 

prostacyclin 235: 242 

prostaglandin E, 236: 517; 241: 872 

prostaglandin-endoperoxide synthase 
241: 872 

prostaglandin-G/H synthase 238: 529 

prostate-specific antigen 238: 88 

prostate-specific-antigen— protein-C-inhibitor 
complex 238: 88 

protease 236: 1; 236: 591; 237: 1; 241: 619 

protease regulation 237: 383 

proteasome 236: 510; 238: 453; 239: 912 

proteasome activation 236: 510 

protegrin 237: 575 

protein 241: 229 

protein biosynthesis 236: 222 

protein-bound water 238: 423 

protein-carbohydrate interaction 239: 710 

protein C inhibitor 238: 88 

protein characterization 241: 772 

protein charge 241: 208 

protein-complex formation 240: 781 

protein conformation 240: 134; 241: 546 
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protein degradation 235: 404; 236: 932; 
239: 509 

protein-detergent interaction 241: 343 

protein dielectric 241: 208 

protein disulfide-isomerase 235: 18; 
237: 447; 242: 315 

protein dynamics 235: 543 

protein engineering 238: 221 

protein expression 235: 754; 241: 162 

protein family 236: 571 


protein folding 235: 613; 236: 978; 239: 214; 


241: 516; 242: 29; 242: 122 

protein G 240: 556 

protein import 237: 288; 241: 779; 242: 114 

protein kinase 235: 736; 237: 460; 242: 454 

protein kinase A 235: 486; 237: 136 

protein kinase C 235: 549; 236: 40; 
240: 747; 242: 417 

protein kinase C isozymes 239: 796 

protein kinase CK2 241: 272 

protein kinase Cu 242: 428 

protein-kinase specificity 237: 800 

protein L 240: 556 

protein LG 240: 556 

protein modeling 238: 333 

protein module 240: 125 

protein NMR 241: 101 

protein phosphatase-1 239: 317 

protein phosphatase 238: 391; 239: 183; 
239: 326; 241: 193; 242: 793 

protein phosphatase-2A 236: 548; 238: 214 

protein phosphorylation 236: 352; 237: 611; 
240: 747 

protein Pi.1Mcm 235: 144 

protein primary structure 237: 100 

protein processing 242: 114 

protein-protein interaction 236: 626; 
237: 153; 240: 63; 242: 41; 242: 485 

protein purification 236: 806; 237: 383; 
242: 665 


protein refolding 241: 476 

protein-RNA interaction 241: 17 

protein sequencing 237: 862 

protein solution structure 236: 911 

protein stability 241: 516 

protein structure 235: 26; 236: 996; 
237: 726; 239: 197; 241: 221 

protein synthesis 235: 677; 239: 272 

protein tertiary structure 241: 453 

protein translocation 238: 760 

protein transport 242: 29 

protein-tyrosine kinase 235: 18; 235: 338; 
236: 443; 240: 400 

protein-tyrosine kinase ZAP-70 238: 440 

protein-tyrosine phosphorylation 236: 200 

protein-tyrosine-phosphatase 236: 548 

protein unfolding 236: 254 

protein X 236: 68 

Proteis penneri 240: 245 

proteoglycan 242: 402 

proteoglycan synthesis 237: 295 

proteoliposomes 235: 769; 235: 779 

proteolysis 236: 682; 236: 932; 237: 6; 
240: 307; 240: 365; 240: 427; 241: 38 

proteolytic enzyme 237: 1 

proteophosphoglycan 242: 410 

prothoracic gland 242: 394 

prothrombinase complex 237: 778 

prothymosin a 238: 799 

proton conduction 240: 181 

proton pump 236: 121 

proton translocation 239: 737; 241: 162 


protonophoric activity 240: 387 

proto-oncogene 242: 467 

protoporphyrin 235: 438 

pseudogene 238: 374 

pseudoknot structure 237: 712 

Pseudomonas syringae pv. persicae 239: 702 

pterin molybdenum cofactor 239: 391; 
239: 782 

pump 237: 483 

purification 235: 215; 236: 837; 237: 768; 
240: 143; 241: 243; 242: 585; 242: 747; 
242: 760 

purine salvage 239: 764 

purine/cytosine permease 239: 439 

purine-nucleoside phosphorylase 239: 229; 
239: 632 

purinergic receptor 236: 862 

putP 239: 732 

pyridine nucleotide 238: 623 

pyridine nucleotide transhydrogenase 
241: 611 

pyridoxal 5’-phosphate 236: 272; 236: 301; 
236: 470; 239: 150 

pyridoxal-5’-phosphate-dependent enzymes 
239: 460 

pyridylethylation 242: 627 

pyrimidine 236: 609 

pyrimidine biosynthesis 240: 637 

pyrimidine salvage 240: 637 

Pyrococcus 236: 189 

pyroglutamate 240: 358 

pyrophosphatase 239: 138; 239: 220 

pyrophosphate hydrolysis 236: 121 

pyrroloquinoline quinone 235: 690 

pyruvate decarboxylase 237: 373 

pyruvate dehydrogenase 237: 674 

pyruvate kinase M gene 235: 366 

pyruvate-dehydrogenase complex 236: 68; 
237: 674 

pyruvate : ferredoxin oxidoreductase 237: 35 

6-pyruvoyltetrahydropterin synthase 240: 477 


quaternary structure 240: 274; 242: 41 
quinaldine 4-oxidase 236: 155 
quinoprotein 235: 690; 238: 683 


R2 ribonucleotide reductase 237: 58 

Rab 239: 362 

Rab protein 237: 833 

rabbit reticulocyte 237: 171 

Rac-guanosinetriphosphatase-activating pro- 
tein, fluoride, neutrophil granulocytes 
239: 369 

y-radiation 237: 489 

Raf 235: 828 

rainbow trout testis CMP—3-deoxy-D-glycero- 
D-galacto-nonulosonic acid (CMP-Kdn) 
synthetase 236: 852 

Rana temporaria 242: 788 

Ras 236: 847; 241: 249; 241: 315 

RAS2 237: 136 

ras pathway 241: 386 

Ras/cAMP pathway 241: 633 

Ras-related protein 237: 833 

rat 236: 163; 238: 207 

rat liver 236: 579; 239: 526 

rat liver mitochondria 241 : 280 

rat ovary 235: 444 

rate constant 237: 180; 240: 252 

reaction center 238: 280 

reaction mechanism 236: 301; 240: 232; 
240: 781 

reactive-center loop 241: 38 
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reassociation 241: 538 

RecA 240: 91; 242: 20 

RecA assembly 240: 91 

receptor 235: 750; 237: 25; 238: 97 

receptor-associated protein (39 kDa) 242: 703 

receptor binding 239: 558 

receptor structure 235: 82 

recombinant 240: 292 

recombinant enzyme 236: 609 

recombinant glycoprotein 237: 113; 242: 608 

recombinant human erythropoietin 239: 494 

recombinant protein 241: 619 

recombinant-protein expression 238: 790 

recombinant sea urchin metallothionein 
241 : 835 

recombination 238: 77 

reconstituted high-density lipoprotein 239: 74 

reconstitution 235: 769; 242: 288 

recovery 236: 591 

recycling 236: 1033 

redox control 242: 81 

redox potential 235: 167; 239: 662; 241: 208 

redox-Bohr 241: 723 

reduction 242: 301 

refeeding 238: 570 

refinement 239: 220 

refolding 236: 656; 241: 538 

Refsum’s disease 236: 328; 240: 674 

regulation 235: 683; 236: 214; 236: 747; 
237: 642; 238: 453; 238: 476; 239: 8; 
241: 909 

regulatory element 239: 579 

regulatory subunit 237: 136 

relaxation 237: 561; 240: 118 

relaxin 241: 533 

renal development 242: 86 

renal tubular cell 242: 339 

renaturation 236: 558; 239: 679 

repeats 235: 593 

repeats in toxin 240: 454; 241: 594 

repetitive DNA 241: 70 

replication 235: 120; 235: 593; 238: 54 

replication origin 238: 38 

replicon initiation 237: 489 

repression 236: 895 

repressor 241: 93 

residual structure 240: 435 

residue-variability pattern 236: 563 

resonance-Raman spectroscopy 238: 529 

respiration 241: 909 

respiratory chain 241: 280 

respiratory control 242: 592 

respiratory inhibitor 237: 128 

responsiveness 236: 632 

reticuloplasmin 235: 215 

retinaldehyde 240: 15 

retinaldehyde dehydrogenase 240: 15 

retinoic acid 236: 328; 240: 15 

13-cis-retinoic acid 240: 699 

retinoid-X receptor 236: 328 

retropseudogene 240: 477 

retrotransposon 241: 70 

retroviral-RNA dimerization 238: 129 

Rev 240: 491 

reverse micelle 238: 549 

reverse phosphate transfer 241: 322 

reversible denaturation 240: 435 

review 236: 747 

RF V3 loop 236: 100 

RGDS sequence 235: 281 

D-rhamnose 239: 434 

rheumatoid arthritis 241: 56 

Rhizobium 235: 744 
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Rho 240: 707 

Rho-binding kinase 242: 171 

Rho guanosine triphosphatase 242: 171 

rhodanese 236: 240 

Rhodobacter 235: 438 

Rhodobacter sphaeroides 239: 805 

Rhodocyclus tenuis 238: 381 

Rhodoferax fermentans 236: 405 

Rhodopseudomonas viridis 240: 373 

rhodopsin 238: 613 

Rhodospirillum rubrum 239: 737; 241: 162 

ribC gene 242: 712 

riboflavin synthase 242: 712 

3-(f-D-ribofuranosyl)purine 239: 229 

ribonuclease 237: 171; 237: 862; 239: 272; 
239: 281; 241: 572; 242: 75; 242: 627; 
242: 747 

ribonuclease P 241: 17 

ribonuclease-refolding inhibition 242: 315 

ribonucleoprotein complexes 236: 649 

ribonucleotide reductase 241: 363 

ribosomal protein 236: 383 

ribosomal-protein gene 238: 136 

ribosomal protein L37a 238: 136 

ribosome 235: 613; 239: 183; 239: 265; 
241: 32 

ribosome-inactivating protein 235: 128; 
235: 159; 237: 505; 239: 272; 242: 585 

ribosome recognition 235: 159 

ribozyme 237: 712 

ribulose-bisphosphate carboxylase/oxy genase 
238: 317 

ricin 235: 159 

Rieske iron-sulfur protein 237: 792; 237: 71 

RNA binding 239: 197 

RNA fragmentation 235: 297 

RNA polymerase III 237: 440 

RNA processing 237: 601 

RNA recognition motif 238: 38 

RNA-RNA interaction 238: 129 

RNA synthesis 242: 81 

rosy mutant strains of Drosophila melanogas- 
ter 239: 782 

rotenone 241: 888 

rRNA processing 242: 206 

rubredoxin 238: 346 

ryanodine receptor 240: 408 


$30 extract 236: 234 
$100 242: 454 

$100 protein 241: 265 
2S albumin 242: 214 
18S rRNA 242: 206 
23S rRNA 235: 613 
26S protease 238: 453 


Saccharomyces cerevisiae 239: 439; 238: 77; 


239: 340; 239: 759 
241 : 633; 242: 29; 242: 220; 242: 747; 
242: 770 
salivary gland 236: 827; 242: 807 
salmonid fish 242: 363 
salt-bridge 236: 85 
Sambucus nigra 235: 128; 237: 505 
sarcomere assembly 235: 317 
Sarcophaga peregrina 240: 443 
sarcoplasmic reticulum 240: 408 
satellite DNA 238: 752 
scanning calorimetry 239: 333 
Scenedesmus obliquus 236: 600 
Schistosoma 241: 64 
Schistosoma mansoni 238: 838 
Schizosaccharomyces pombe 240: 756 
scoliosis 241: 916 


scorpion 236: 395 

scorpion toxin 242: 235; 242: 491; 242: 727 

scorpion a-toxin 238: 653 

Scyliorhinus caniculus 235: 199 

sea urchin 238: 744 

SecB 235: 207; 238: 760 

second messenger 236: 632 

secondary metabolism 238: 675 

secondary structure 238: 822; 240: 134; 
240: 721; 241: 229 

secondary-structure prediction 236: 428; 
241: 126 

secondary transport 239: 732 

second-derivative spectroscopy 236: 78 

Sec1-related protein 239: 638 

secretin 239: 349 

secretin analogues 239: 349 

secretin receptors 239: 349 

secretion 236: 877; 239: 111; 239: 356; 
242: 191 

secretogranin II 236: 171; 239: 111 

secretory 236: 827 

secretory trypsin inhibitor 239: 117 

seed germination 235: 574; 239: 310; 
241 : 286 

seed storage globulin 241: 221 

selectin 242: 402 

selenium accumulation 239: 235 

selenocysteine 238: 838 

self-incompatibility 242: 75; 242: 627 

self-organization 235: 238 

self-stacking 240: 508 

self-sustained sequence replication 235: 256 

semen 235: 424; 235: 466 

semenoclotin 235: 424 

semenogelin 235: 466; 238: 48; 238: 88 

semiempirical calculations 236: 109 

seminal coagulum 238: 48 

seminal plasma 238: 48; 238: 88 

seminal plasma protein 242: 636 

seminal vesicle 235: 466; 238: 48 

semi-synthetic D-amino-acid oxidase 238: 519 

Semliki Forest virus 237: 288 

Sendai virus 236: 895 

sensory neurons 236: 360 

sequence 235: 683; 237: 255; 237: 279; 
241: 201 

sequence alignment 239: 469 

sequence analysis 236: 689; 239: 197 

sequence comparison 235: 744 

sequence determination 241: 525 

sequence similarity 235: 297; 240: 125 

sequence-specific single-stranded-DNA-bind- 
ing protein 239: 487 

serine esterase 237: 553 

serine hydroxymethylase 236: 294 

serine pathway 241: 1 

serine phosphorylation 236: 85 

serine protease 236: 109; 240: 550 

serine protease inhibitor 236: 638 

serine/threonine kinase 238: 152 

serine/threonine protein phosphatase 241 : 765 

serology 239: 602 

serpin 235: 821; 237: 180; 240: 550; 241: 38 

Sertoli cell 239: 52 

sex attractant 241: 581 

sex-specific peptide 241: 330 

sheep liver 241: 142 

Shigella flexneri 237: 786 

short-chain alcohol dehydrogenase 236: 144 

short-chain dehydrogenase/reductase 241: 744 

short-circuit current 235: 64 

sialyltransferase 238: 647; 242: 674 





sickle red cells 235: 549 

signal amplification 238: 440 

signal peptidase 239: 509 

signal peptide 242: 114 

signal sequence 235: 207 

signal transduction 235: 91; 235: 338; 
235: 495; 236: 632; 236: 729; 238: 350; 
238: 440; 242: 544 

signaling 235: 238 

signal-recognition particle 54 kDa 238: 760 

silent nucleotide substitution 238: 221 

silver protein 236: 180 

similarity 241: 303 

Sin a 1, recombinant allergen 237: 827 

single-stranded-DNA-binding protein 
235: 152; 238: 38; 238: 706 


site-directed mutagenesis 235: 82; 235: 486; 


235: 713; 236: 714; 236: 947; 236: 996; 
237: 399; 237: 447; 237: 592; 237: 743; 
237: 800; 237: 870; 238: 490; 239: 265; 
239: 410; 239: 418; 239: 597; 239: 732; 
240: 342; 240: 655: 241: 363: 241: 941; 
242: 228 

skeletal muscle 241: 909 

skin mucus 240: 143 

small GTP-binding protein 241: 286 

small intestine 238: 368 

small ribosomal subunits 236: 649 

smooth muscle 239: 317; 239: 326 

smooth muscle cell 235: 557 


smooth-muscle myosin phosphatase 239: 326 


SNF1 235: 736 

sodium channel 242: 235 

sodium cholate 235: 648 

sodium dodecylsulfate micelle 241: 489 


sodium—ion translocation 239: 857; 241: 149 


Solanum commersonii 242: 148 
Solanum tuberosum 242: 148 


solid-state magic-angle-sample-spinning NMR 


235: 526 
solubilization 238: 28; 240: 807 
soluble receptors 236: 837 


soluble transforming-growth-factor-? receptor 


type II 241: 355 
solution structure 235: 721; 238: 423; 
238: 706; 241: 440 
somatomedin-B peptide 241: 557 
sorbitol 241: 142; 242: 86 
soybean 240: 609 
soybean seed 240: 655 
soybean trypsin inhibitor 241: 77 
Sp1 237: 311; 239: 827; 241: 649; 
Sp100 238: 554 
species-specific inhibition 241: 114 
specificity 237: 180; 242: 320; 242: 477 
spectroscopy 235: 699; 238: 785 
sperm decondensation 240: 186 
sperm-protein—DNA interactions 240: 186 
sphingolipid 236: 729; 237: 819 
sphingomyelin 236: 738; 237: 454 
sphingomyelinase 236: 738 
spider toxin 240: 416 
spin label 235: 394 
spin labeling 235: 281 
spinach ferredoxin 239: 818 
spinach ferredoxin: NADP* reductase 
239: 662 
spin-labeled nucleotide 240: 78 
Spirometra erinacei 239: 905 
splice variant 240: 628 
Spodoptera littoralis 242: 394 
spongiotrophoblast 242: 280 
spore-wall synthesis 239: 124 
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sporulation 239: 124 

squalene-hopene cyclase 242: 51 

Src-homology-2-domain-containing protein- 
tyrosine phosphatases 237: 736 

Src protein-tyrosine kinase 240: 756 

Sre-related tyrosine kinase 236: 548 

stability 240: 274; 241: 215 

stabilization 242: 56 

standard transformed enthalpy of reaction 
240: 1 


standard transformed Gibbs energy of reaction 


240: 1 

staphylococcal protein A 236: 656 

Staphylococcus aureus 236: 904 

Staphylococcus aureus lipase 242: 760 

Staphylococcus hyicus lipase 242: 760 

starch 242: 148 

Ste6 239: 456 

steady-state kinetics 241: 572 

stem-cell factor 239: 842 

stereoisomers 235: 304 

stereospecific 240: 150 

steroid dehydrogenase 236: 144 

steroid-biotin conjugates 237: 514 

steroidogenic enzyme 239: 8 

S-thiolation 237: 433 

stoichiometry 236: 68; 240: 78 

stopped-flow kinetics 239: 403 

storage protein 242: 214 

Streptococcus equisimilis 239: 42 

streptokinase 239: 333 

streptolysin O 236: 34 

Streptomyces coelicolor 239: 208; 241: 178 

Streptomyces griseus 236: 843 

Streptomyces reticuli 242: 332 

stress response 240: 98 

stress-activated protein kinase 236: 796; 
241: 315 

striated muscle 242: 363 

stringent response 240: 637 

stromelysin 2 235: 187 

structural alteration 241: 462; 241: 564 

structural analysis 237: 635 

structural characterization 242: 608 

structure 236: 395; 236: 491; 237: 272; 
237: 303; 237: 468; 239: 532; 240: 30; 
240: 550; 241: 827 

structure/activity relationship 237: 128; 
242: 417 

structure/function 239: 842 

structure/function analysis 238: 714 

structure/function relationship 235: 713; 
241: 533 

subcellular localization 242: 585 

subcellular organelles 239: 526 

subsite structure 240: 738 

substance P 240: 215 

substrate 239: 229 

substrate specificity 237: 592; 238: 647; 
241 : 664; 242: 674; 242: 760 

substrate-binding site 236: 571; 239: 764 

subtilisin 235: 629 

subtilisin-like protease 241: 750 

y subunit 236: 470 


subunit composition of 5-aminolevulinic acid 


dehydratase 236: 600 

f-subunit isoforms 236: 138 

subunit structure 237: 373 

subunit-interaction domains 236: 138 

a subunit of CK2 241: 272 

B subunit of CK2 241: 272 

N-succinimidy] 3-(2-pyridyldithio)propionate 
conjugation 240: 564 


suckling rat 237: 16 

sugar kinase 241: 564 

sugar sensing 241: 633 

suicide inactivation 236: 714 

suicide inhibition 241: 797 

sulfatase 236: 620 

sulfated glycoconjugate 238: 830 
sulfated hexasaccharide 239: 865; 239: 871 
sulfated oligosaccharide 240: 789 
sulfate-reducing bacteria 239: 190 
sulfation 242: 402 

sulfhydryl group 237: 106 

sulfide oxidation 235: 231 

Sulfolobus solfataricus 239: 632 
sulfophilin 239: 111 

sulfur 236: 272 

superoxide anion 236: 1003 

superoxide dismutase 238: 785; 241: 178 
supramolecular assembly 240: 508 
suramin 240: 592; 241: 355 


surface plasmon resonance 238: 777; 239: 52; 


240: 209 
surface protein 236: 904 
Symphyta 238: 752 
synapsin I 236: 171; 237: 311; 239: 827 
synaptic transmission 240: 508 
synaptobrevin II 239: 827 
Synechococcus sp. PCC 7002 235: 324 
Synechocystis 6803 241: 17 
synovial cell 236: 517 
synovial lining cell 241: 56 
synthesis 240: 150 
synthetic adenosinetriphosphatase-inhibitor 
peptides 240: 461 
synthetic peptide 238: 706; 240: 765 
synthetic-peptide library 240: 71 


T-cell activation 237: 736 

T-cell-receptor € chain 238: 440 

T-complex 235: 114 

T-hapten 238: 830 

T7 DNA polymerase 235: 713 

T7 RNA polymerase 236: 234; 239: 881 

3T3-F442A adipocytes 237: 660 

3T3-L1 cells 235: 736 

tachykinin receptor 240: 215 

targeting sequence 241: 779 

targeting signal 237: 792; 239: 302 

Tat 240: 45; 240: 491 

TATA box 236: 778 

TATA-box-less promoter 236: 365 

tautomerism 242: 271 

teleost 237: 752 

temperature dependence 241: 368 

terbium binding 240: 280 

terbium luminescence 240: 435 

terpenoid 239: 720 

terrestrial amphibians 237: 759 

tertiary-structure validation 241: 12 

testis maturation 242: 793 

tetraantennary glycan 238: 357 

tetracycline promoter 241: 468 

tetrahydrobiopterin 240: 477; 241: 858 

tetrapyrrole biosynthesis 236: 600 

thermal stability 242: 363 

thermal unfolding 237: 862 

thermodynamics 239: 33; 240: 63 

thermophilic 239: 150; 239: 501 

thermophilic aminoacyl-tRNA synthetase 
241: 814 

thermostability 236: 249; 241: 243 

thermostable enzyme 239: 632 

Thermotoga maritima 237: 726; 240: 274 





902 


Thermus 239: 150 

Thermus aquaticus 241: 243 

Thermus thermophilus 241: 814 

thiazolidinedione 239: 1 

Thiobacillus ferrooxidans 242: 308 

Thiocapsa roseopersicina 241: 675 

thiol 241: 142 

thiol-activated toxin 236: 34 

thiol-directed reagent 239: 764 

y-thionin 239: 67 

thioredoxin 235: 713; 240: 781 

thioredoxin/glutaredoxin 241: 363 

thiosulfonates 241: 114 

three-dimensional molecular model 238: 714 

three-dimensional structure 239: 190; 
239 : 539; 242: 235 

thrombin 242: 477 

thumb subdomain 242: 98 

thylakoid membranes 236: 591 

thymidine kinase 241: 126 

thymidylate synthase 236: 294 

thymosin 237: 86 

thyroglobulin 240: 125 

thyroglobulin type-1 repeat 240: 125 

thyroid 242: 506 

thyroid hormone 239: 509; 240: 807 

thyroid-stimulating hormone 240: 622 

thyroid-transcription-factor-1 homeodomain 
241: 101 

thyrotropin 240: 807; 242: 506 

thyrotropin receptor 238: 490 

tienilic acid 241: 797 

tissue extracts 238: 470 

tissue factor 241: 403 

tissue-factor-pathway inhibitor 235: 310 

tissue inhibitor of metalloprotease 241: 56 

tissue inhibitor of metalloprotease-2 241: 476 

tissue-polypeptide-specific antigen 241: 309 

tissue-type plasminogen activator 237: 532 

titin 242: 454 

titin/connectin 235: 317 

tobacco 235: 585 

tobacco-specific nitrosamines 238: 484 

toluene 238: 661 

topaquinone 237: 255; 237: 584; 238: 683 

topoisomerase I] 237: 653 

total parenteral nutrition 235: 64 

toxin 236: 395; 239: 702 

toxin oligomer 240: 646 

transacylase 240: 53 

transbilayer phespholipid movement 240: 798 

transcription 235: 242; 235: 471; 235: 593; 
236: 171; 236: 778; 236: 895; 238: 752; 
239: 384; 239: 827 

transcription factor 236: 500; 238: 582; 
238 : 637; 242: 460; 242: 467 

transcription factor E2F 238: 799 

transcription inhibition 238: 143 

transcription regulation 241: 649 

transcriptional activation 239: 1 

transcriptional control 237: 16; 241: 411 

transcriptional regulation 236: 614; 236: 820; 
238: 637; 240: 408; 242: 156 

transcriptional-regulatory element 238: 136 

transfected Ltk” cells 238: 463 

transferred nuclear Overhauser enhancement 
239: 710 

transferrin 236: 922 

transferrin gene 239: 52 

transferrin receptor 236: 614; 238: 463 

transferrin recycling 238: 463 

transferrin-binding site 235: 9 

transformation 241: 249 
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transformation-sensitive protein 241: 657 

transforming growth factor-f 241: 355; 
242: 460 

transframe protein p6* 237: 383 

transgenic Drosophila 241: 699 

transgenic mice 241: 12; 241: 417 

transglutaminase 235: 424 

transglycosylation 236: 706 

transhydrogenase 239: 737; 241: 162; 
241: 611 

transhydroxylase 237: 406 

transient transfection 237: 288 

transient-state kinetics 239: 675 

transit peptide 241: 779 

transition state 242: 601 

translation 236: 40; 236: 747; 239: 265 

translation rate 238: 221 

translational control 236: 383; 237: 

translational inhibitor 242: 339 

translocation 238: 250; 238: 570; 240: 747 

transmembrane 239: 897 

transport 239: 445; 241: 171 

transthyretin 236: 491 

trefoil peptide 235: 64 

trehalase 240: 692 

trehalose 6-phosphate 240: 518 

trehalose transport 237: 876 

triacylglycerol 235: 480 

trichloroacetic-acid-soluble protein 242: 339 

Trichoderma reesei 237: 553; 240: 104 

trihydroxyphenylalanine quinone cofactor 
237: 93 

triiodothyronine-binding protein 242: 315 

triosephosphate isomerase 241: 114 

triplex 238: 582 

triplex DNA 238: 143 

triterpenoid 241: 865 

tRNA identity 241: 814 

tRNA synthetase 239: 501 

tRNA 240: 774 

tRNA”® affinity reagent 240: 774 

tropomyosin 242: 363 

trp operator 242: 567 

Trp repressor 235: 804; 242: 567 

Trypanosoma brucei 236: 228; 238: 728; 
240: 592; 240: 721 

Trypanosoma vivax 237: 234 

trypanosome 241: 888 

trypsin 237: 279; 238: 333; 239: 117 

trypsinogen 242: 601 

tryptase 237: 100 

tryptase inhibitor 241: 619 

tryptase TL, 237: 64 

tryptic digestion 240: 564 

tryptophan 235: 804; 239: 156; 241: 941; 
242: 288 

tryptophan fluorescence 242: 813 

tryptophan metabolism 239: 460 

tryptophan synthase 240: 63; 240: 615 

tryptophanyl-tRNA synthetase 240: 732 

tulip 236: 419 

Tulipa 236: 419 

tumor invasion 237: 743 

tumor marker 235: 275 

tumor-necrosis factor 236: 533; 236: 738; 
241: 93 

tumor-necrosis factor-a 235: 431; 238: 214 

tumor-related antigen 238: 631 

tumour suppressors 236: 1 

tungsten enzyme 242: 156 

twitchin 242: 454 

two-hybrid system 236: 626; 239: 362 


two subsites 240: 692 
type-1 copper site 240: 342 
type-1 tumor-necrosis-factor receptor 
239: 912 
type II membrane protein 238: 631 
tyrosinase 241: 12 
tyrosine hydroxylase 241: 12; 241: 432 
tyrosine kinase 241: 186 
tyrosine phosphorylation 235: 495; 235: 549; 
235: 579; 236: 953; 241: 322; 242: 519 
tyrosylprotein sulfotransferase 239: 111 


U,, uterine stromal cell line 241: 872 

U13 small nucleolar RNA 242: 206 

U20 small nucleolar RNA 242: 206 

ubiquinone 237: 128; 239: 201 

ubiquitin 239: 912; 240: 307 

UDPglucose pyrophosphorylase 235: 
236: 723 

ultraviolet-B 242: 799 

UMP 240: 637 

uncoating adenosinetriphosphatase 240: 570 

uncoupling 240: 387 

uncoupling protein 239: 445 

unfolding kinetics 242: 601 

unique-site elimination 237: 800 

5’ untranslated region 237: 159 

unwinding enzyme 238: 54 

upstream open reading frame 238: 410 

upstream stimulatory factor 241: 249 

uptake of glucose 242: 332 

urease 239: 61 

uridine phosphorylase 239: 632 

urokinase-type plasminogen activator 
237: 743; 241: 840 

urokinase-type-plasminogen-activator receptor 
237: 743 

uronic-acid-rich protein 236: 984 

uroporphyrinogen II] 235: 653 

Ustilago maydis 242: 648 

uteroferrin 238: 669 

utrophin 235: 103 


V3 loop 237: 64 

vacuolar 240: 156 

vacuolar enzyme 238: 317 

vanadate 241: 923 

variable subunit 241: 121 

variant bone morphogenetic protein 2 
237: 295 

vascular smooth muscle 239: 558 

V(D)J recombination 241 : 931 

vector 242: 372 

Veillonella atypica 238: 862 

venom 238: 231 

veratryl alcohol 237: 45; 237: 424 

very-late p10 and p29 gene promoters 
239: 384 

vesicle 242: 332 

vesicle transport 239: 362; 239: 638 

Vibrio 241: 368 

Vibrio cholera biotype El Tor 240: 646 

Vibrio cholerae 238: 160 

vimelysin 241: 368 

viologen 239: 686 

Vipera ammodytes 240: 83 

vision 238: 613 

vitamin D 238: 97 

vitronectin 236: 682; 241: 557 

voltage-dependent calcium channel 236: 138 

voltage-gated potassium channel 242: 491 

Volvox carteri 238: 341 

von Willebrand factor 241: 732 





water producing 241: 155 
water-soluble fragment 237: 71 
water transport 237: 759 
western blot 239: 602 

wheat embryo 241: 286 

wheat germ 236: 383 

Wolinella succinogenes 241: 201 
wortmannin 235: 828 


xanthine dehydrogenase 238: 862; 239: 782 
xanthophyll proteins 238: 112 
xenobiotic-responsive element 242: 512 
Xenopus oocyte 235: 501; 237: 685; 241: 707 
Xenopus laevis oocyte 239: 111 

X-ray 239: 190 

X-ray absorption fine structure 241: 432 
X-ray absorption near-edge structure 236: 697 
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X-ray absorption spectroscopy 235: 606 
X-ray diffraction 236: 144 


X-ray structure 236: 27; 237: 393; 238: 561; 


241: 453 
xylo-oligosaccharides 236: 706 
xylose-DNA 239: 33 
xylose isomerase 237: 240 
B-xylosidase 236: 706 


Y79 cells 236: 523 
yeast 236: 626; 237: 136; 237: 876; 
238: 181; 238: 495; 239: 124; 239: 138; 
241: 619 
yeast complementation 241: 193 
yeast plasma membrane 239: 439; 240: 798 
yeast protein Cdc47 235: 144 


zebrafish (Danio rerio) 241: 272 

zif268/egr-1 237: 311 

zif 268/egr-1 239: 827 

zine 239: 177; 241: 142 

zinc-containing aminopeptidases 236: 843 

zinc endopeptidase 235: 606 

zinc enzyme 237: 393 

zinc-finger protein 235: 372; 235: 471; 
236: 991; 239: 827 

zinc mesoporphyrin 240: 112 

zinc pheophorbide 242: 163 

zona pellucida 240: 448 

zonal distribution (cartilaginous tissues) 
236: 970 

zona-pellucida-binding protein 242: 636 

zucchini 240: 570 

zyxin 241: 657 











